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@ TruePrep® DNA Library Prep Kit V2 for lllumina TD501/TD502/TD503-01/02 24 rxns/96 rxns 6,200/24,000
RSN
TruePrep® Flexible DNA Library Prep Kit for lllumina TD504-01/02 24 rxns/96 rxns 7,200/26,400
2437 DNA VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607-01/02 24 rxns/96 rxns 5,600/18,000
B
4:2]; Il P ; ) .
E § ) V(AZI-_ITQSFiUmr};;s)aI DNA Library Prep Kit for lllumina V3 NDBO7-03/04 24 rxns/96 rxns 5,400/17,000
N =}
% DNA BE VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610-01/02 24 rxns/96 rxns 6,000/24,000
= 0 /A S
I om {) I *g 7 §§ 01 AR VAHTS® Universal DNA Library Prep Kit for lllumina V4 ( &
SYHEER ) ND610-03/04 24 rxns/96 rxns 5,500/22,000
=)
HB EEEF I:lﬁl:I 08 VAHTS® Universal Plus DNA Library Prep Kit for lllumina ND617-01/02 24 rxns/96 rxns 6,400/20,400
E1) ER1LIE DNA
ZERAE
= VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 ND627-01/02 24 rxns/96 rxns 6,400/20,400
CEileT)
=z O /470
r“oRdréa
FFPEDNARE  \AHTS® Universal Pro DNA Library Prep Kit for lllumi ND608-01/02 24 2
tRE niversal Pro ibrary Prep Kit for lllumina 608-01/0. rxns/96 rxns 6,000/20,000
DNA ZFEZER 7 09 ;gﬁg'“’* i VAHTS® ssDNA Library Prep Kit for lllumina ND620-01/02 24 rxns/96rxns  9,600/33,600
oy i VAHTS® AmpSeq Library Prep Kit V2 NA201-02 96 rxns 30,000
BT
RNAZEZXR?T 18 A
260 VAHTS® AmpSeq Library Prep Kit V3 NA210-01/02 24 rxns/96 rxns 8,600/30,000

BB ERTY 23
U DNAZEIAXE (&EBF lon Torrent &

SRS 2

HRiE DNA ZERXIE VAHTS® Universal DNA Library Prep Kit for lon Torrent V2 ND702-01/02 24 rxns/96 rxns 5,600/18,000

LIk R 5 33 VAHTS® AmpSeq Library Prep Kit V2 NA201-02 96 rxns 30,000
ZEIEFEESNR

VAHTS® AmpSeq Library Prep Kit V3 NA210-01/02 24 rxns/96 rxns 8,600/30,000

EERY 34

m DNA ZEIXRE (EBF MG Fa ) il

TruePrep® DNA Library Prep Kit for MGI

IR S S, 35 e

TDM501/TDM502/TDM503-01/02 24 rxns/96 rxns  6,200/24,000

RS AR
TruePrep® Flexible DNA Library Prep Kit for MGI TDM504-01/02 24 rxns/96 rxns  7,200/26,400
S‘Zfﬁjﬁ% ;‘5 39 E# DNAZERFIE  VAHTS® Universal DNA Library Prep Kit for MGI NDM607-01/02 24 rxns/96 rxns  5,600/18,000
N VAHTS® Universal Plus DNA Library Prep Kit for MGI NDM617-01/02 24 rxns/96 rxns  6,400/20,400
EB1) HER{LIE DNA
EER .
VAHTS" Universal Plus DNA Library Prep Kit for MGI V2 NDM627-01/02 24 rxns/96 rxns  6,400/20,400

FFPE DNA ZFERFI=E

VAHTS® Universal Pro DNA Library Prep Kit for MGI

NDM608-01/02

24 rxns/96 rxns

6,000/20,000
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W DNA ZBEE R W DNA #EEEsL

ERFEIMEIER VAHTS® Circularization Kit for MGI NM201-01/02 16 rxns/48 rxns 3,600/10,800 VAHTS® DNA Adapters Set 1-Set 2 for lllumina N801/N802-01/02 10 pl each/40 pl each 1,200/4,600
VAHTS® HiFi Amplification Mix for MGI NM616-01/02 24 rxns/96 rxns 600/1,800 VAHTS® DNA Adapters Set 3-Set 6 for lllumina N805/N806/N807/N808 20 ul each 4,600 each
HERFENET IBIER
-+ [=] =)
VAHTS® HiFi Universal Amplification Mix for MGI (SI) NM618-01/02 24 rxns/96 rxns 600/1,800 VAHTS® Multiplex Oligos Set 4/Set 5 for lllumina N321/N322 192 rxns each 11,520 each
SR EERGIR R 1B TruePrep® Amplify Enzyme TD601-01 96 rxns 1,000 VAHTS® Dual UMI UDI Adapters Set 1 - Set 4 for lllumina N351/N352/N353/N354 96 rxns each 7,200 each
e = ® 1 ) )
K ErEk VAHTS” Universal End preparation Module for lllumina V2 N203-01/02 24 rxns/96 rxns 2,100/6,900 vy llumina TaEE VAHTS® Maxi Unique Dual Index DNA Adapters Set N34201/N34202/N34203/ 384 s oach 15,360 each
s Eth VAHTS® Universal Adapter Ligation Module for lllumina V2 N204-01/02 24 1xns/96 rxns  3,400/11,000 Gl meEsL faecidiogiimina R 208
FFPE H¥ANEEER VAHTS® DNA Damage Repair Kit N208-01/02 24 rxns/96 rxns 1,440/4,800 TruePrep® Index Kit V4 for lllumina TD204/TD205/TD206/TD207 192 rxns each 1,400 each
gﬁﬂ;ﬁ:;ﬂ‘éﬁz'fi:ulﬁu':r;?g;“e"ta‘iO"vEnd Preparation & N209-01/02 24 1xns/96 rXns 2.400/8,150 TruePrep® Index Kit V2/V3 for lllumina TD202/TD203 192 rxns/768 rxns  1,400/5,600
BBt R BRALIRIR VAHTS® Uni | Plus F tati End P tion & NA111-01/02 12 x 10 rxns each 4,200 each
5010) > Jnversal Flus Fragmentation, End Freparation N219-01/02 24 rxns/96 rxns 2,400/8,150 VAHTS® AmpSeq Adapters for lllumina
c dA-Tailing Module for llumina V2 NA111-03/04/05 ~ 24 x10rxnseach 8,400 each
® 1 T )
o . VAHTS" HiFi Amplification Mix N616-01/02 24 rxns/96 rxns 600/1,800 lon Torrent & . NA121-01/02 12 x 10 rxns each 4,200 each
=y llumina SEEITEE IEIRER ‘ N VAHTS® AmpSeq Adapters for lon Torrent
ke VAHTS® HiFi Universal Amplification Mix for lllumina N618-01/02 24 rxns/96 rxns 600/1,800 BERERL NA121-03/04/05 24 x 10 rxns each 8,400 each
N )
S VAHTS™ AmpSeq Multi-PCR Module V2 NA205-02 96 rxns 5,000 VAHTS® DNA Adapters Set 8 for MGI NM108-01/02 10 pl each/40 pl each  9,600/38,400
=
i) VAHTS® AmpSeq Multi-PCR Module V3 NA215-01/02 24 rxns/96 rxns 1,250/5,000 NM10901/NM10902/
VAHTS® PCR-Free DNA Adapters for MGI NM10903/NM10904 20 pl each 4,800 each
MGI FE&EEE o
FoEsiEsL VAHTS" Dual UMI UDB Adapters Set 1-Set 8 for MGI NM35101-NM35108 96 rxns each 7,200 each
® . TDM101/TDM102/
TruePrep™ Index Kit for MGI TDM103/TDM104-01 192 rxns each 1,400 each
. D N A E J_E._ $ E TruePrep® Dual Index Kit V1 for MGI TDM201-01 192 rxns each 1,400 each
T4 DNA BB& i T4 DNA Polymerase N101-01 2,000 U 1,100
T4 ZRIZEERYES T4 Polynucleotide Kinase N102-01 10,000 U 1,100
T4 RERIEREES T4 DNA Ligase (Rapid) N103-01 600,000 U 4,000
DNA polymerase | Klenow Fragment N104-01 5,000 U 2,200
Klenow DNA B2&s
DNA polymerase | Klenow Fragment exo” N105-01 5,000 U 2,200
Phi29 DNA R&FE Phi29 MAX DNA Polymerase N106-01/02 250 U/1,250 U 300/1,300

SXEE JdUTP BUSIRE  Phanta® Uc Super-Fidelity DNA Polymerase for Library

BRAHE Amplification P507-01/02 100 U/500 U 400/2,000
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iigiﬁgg%ggigﬂ TruePrep® RNA Library Prep Kit for lllumina
VAHTS® Universal V6 RNA-seq Library Prep Kit for
lllumina
PR REREELHIE
VAHTS® Universal V8 RNA-seq Library Prep Kit for
f‘i” = lllumina

Small RNA Z2FEifFIE

RNA £ PCR &R
A=

VAHTS® Small RNA Library Prep Kit for lllumina

VAHTS® RNA Multi-PCR Library Prep Kit

TR501/TR502
/TR503-01/02

NR604-01/02

NR605-01/02

NR801-01/02

NA211-01/02

RNAZERKE (ERT MGl F£a5) iz

VAHTS® Universal V6 RNA-seq Library Prep Kit for MGI
REERER LR
VAHTS® Universal V8 RNA-seq Library Prep Kit for MGI

RNA Z EE R

VAHTS® mRNA Capture Beads
mRNA ZEERIR

VAHTS® mRNA Capture Beads 2.0
RNA $TH#f Buffer VAHTS® 2 x Frag/Prime Buffer
Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-off® rRNA Depletion Kit (Bacteria)

#oo I P& rRNA RIS Ribo-off® rRNA Depletion Kit V2 (Bacteria)

HOT

T I B rRRNAEFIE

RNA &2 E#ZX

Ribo-off® rRNA Depletion Kit (Plant)

Ribo-off® Globin & rRNA Depletion Kit(Human/Mouse/Rat)

Ribo-MagOff rRNA Depletion Kit (Human/Mouse/Rat)

VAHTS® RNA Adapters Set 1-Set 2 for lllumina
VAHTS® RNA Adapters Set 3-Set 6 for lllumina

VAHTS® RNA Multiplex Oligos Set 1-Set 2 for lllumina

llumina F&

BEECEEX  AHTS® Small RNA Index Primer Kit for lllumina
TruePrep® Index Kit V4 for lllumina
TruePrep® Index Kit V2/V3 for lllumina

MGI F&EE ©

FEEL VAHTS” RNA Adapters Set 8 for MGI

NRM604-01/02

NRM605-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

N401-01/02 24 rxns/96 rxns
N403-01/02 24 rxns/96 rxns

N402-01 936 ul
N406-01/02 24 rxns/96 rxns
N407-01/02 12 rxns/24 rxns
N417-01/02 12 rxns/24 rxns
N409-01/02 12 rxns/24 rxns
N408-01/02 24 rxns/96 rxns
N420-01/02 12 rxns/24 rxns

N803/N804-01/02

N809/N810/N811/N812

N323/N324

N813/N814/N815/N816

TD204/TD205/TD206/TD207

TD202/TD203

NM208-01/02

10 pl each/40 pl each
20 pl each

192 rxns each

48 rxns each

192 rxns each

192 rxns/768 rxns

10 pl each/40 pl each

11,800/38,000

11,800/38,000

11,800/38,000

11,500/39,200

14,000/48,000

11,800/38,000

11,800/38,000

600/2,300
600/2,300
800
11,700/38,000
9,500/17,300
9,500/17,300
10,800/19,680
12,240/39,600

6,000/11,700

400/1,600
1,600 each
7,680 each

960 each
1,400 each

1,400/5,600

3,200/12,800

% = amitEIIR
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DNA&RNA H#EE X7
U DNA&RNA LEEXN S

‘ DNA&RNA $E2EE
sl | dFE GERT
llumina &)

VAHTS® DNA&RNA Library Prep Kit for lllumina NC601-01/02 24 rxns/96 rxns 8,200/32,000

) I DNA&RNA HEREEFI

. .
2 (EEFMGIF4) VAHTS"” DNA&RNA Library Prep Kit for MGI

NCM601-01/02 24 rxns/96 rxns 8,200/32,000

BB RY
PR EEAY 1

ARRE LAY 18

PR RAYT 1]

Discover-sc® Single Cell WGA Kit N603-01/02 24 rxns/96 rxns 5,000/17,000

Discover-sc® WTA Kit V2 N711-01/02/03 12 rxns/24 rxns/96 rxns  15,000/27,000/72,000
PR RIAN 1E

Single Cell Full Length mRNA-Amplication Kit

RMIZE RS

N712-01/02/03 12 rxns/24 rxns/96 rxns 5,000/9,000/24,000

mEHEEW

FEMWEMWIRKIE  EpiArt® DNA Methylation Bisulfite Kit EM101-01/02 50 rxns/200 rxns 1,250/4,500

2 x EpiArt® HS Taq Master Mix EM201-01/02/03 1 ml/5x1ml/15x1ml 400/1,800/4,800

REMWEET ]

2 x EpiArt® HS Taq Master Mix (Dye Plus) EM202-01/02/03 1 miI/5x1ml/15x1ml 400/1,800/4,800

T I REMWZEERNE  EpiArt® DNA Methylation Library Kit for lllumina V3 NE103-01/02 24 rxns/96 rxns 13,200/46,000

W ZEBREEHEF

F
Hyperactive® pG-Tn5 Transposase for CUT&Tag S602-01/02 10 pg/20 ug 6,800/12,800
CUT&Tag Hfig
Hyperactive® pA-Tn5 Transposase for CUT&Tag S603-01/02 10 pg/20 ug 6,800/12,800
@ Hyperactive® In-Situ ChIP Library Prep Kit for lllumina TD901-01/02 12 rxns/48 rxns 8,000/30,000
CUT&Tag itI&
20 &2 Hyperactive® Universal CUT&Tag Assay Kit for lllumina TD903-01/02 12 rxns/48 rxns 8,000/30,000
Hyperactive® pA-MNase for CUT&RUN S701-01 200 U 5,000
CUT&RUN Efig
Hyperactive® pG-MNase for CUT&RUN S702-01 200 U 5,000

W REBRAMME
T semmm

FrRse B4 (7T)

TD501/TD502/

® ) . .
TruePrep” DNA Library Prep Kit V2 for lllumina TD503-01/02

24 rxns/96 rxns 6,200/24,000
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(L oNa s ssmmEE VAHTS® DNA Clean Beads N411-01/02/03

RNA £h{vREEE

B FRMREIR

VAHTS® RNA Clean Beads N412-01/02/03

i) | HEE SRR VAHTS® CA-28 Streptavidin Beads N512-01/02
pale)
RS
0.2 ml B %2 CM101
W5
1.5 ml @052 cM103
[ i —
EERY
=71
qPCR X EEE
NN o e ) NQ101/NQ102/
NEESSESIHFIE VAHTS® Library Quantification Kit for lllumina e o
NEEENER DNA Standard 1-6 NQ105
NERRRER Library Dilution Buffer NQ106
. — =3
Qubit &=

Equalbit® dsDNA HS Assay Kit EQ111-01/02

qm dsDNA BEuUaUHIE

Equalbit® 1 x dsDNA HS Assay Kit EQ121-01/02

RNA BSE&itHE Equalbit® RNA HS Assay Kit EQ211-01/02

RNA Z5SBERMERIE  Equalbit® RNA BR Assay Kit EQ212-01/02

5 ml/60 ml/450 ml

5 ml/40 ml/450 ml

2.5 ml/10 ml

327, (200 pi/ 3.)

247, (1.5ml/ L)

500 rxns

6 x 96yl

50 ml

100 assays/500 assays
100 assays/500 assays
100 assays/500 assays

100 assays/500 assays

HIRRY
HIRERET

1,000/6,400/26,500

AEINBF IR VAHTS® Target Capture Core Exome Panel

1,200/4,600/42,800

{#%% Blocker& ¥ 1% 5|4

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for lllumina-TS

4,500/16,000 llumina FE 8 DNA M

B FREUESLEIIE RS R 185 14

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for MGI-SI

MGI & Bis Barcode X &
BRI RS R 155 14

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for MGI-DI

MGI &3 Barcode &R
1,500 B RS RAT 185 14

1,500

WIRRRZMBRAA =

VAHTS® Target Capture Hybridization and Wash Kit

ZERIREN S 7L

1,600

b=
- m iE3tIRER
0 T

FastPure® Host Removal and Microbiome DNA
Isolation Kit ( =5 )

44D DNA $2EY
FastPure® Microbiome DNA Isolation Kit ( RZEEE )

900/2,800
848/2,578

B W ERIRIREY
1,000/3,000

%53 DNA 12EY VAHTS® Serum/Plasma Circulating DNA Kit

m #+E4) DNA/RNAIZEY  VAMNE Magnetic Pathogen DNA/RNA Kit

VAMNE Magnetic Pathogen DNA Kit (Prepackaged)

MY DNAREY B=hil )
VAMNE Magnetic Pathogen DNA Kit (KF Prepackaged)

al

NC001-01/02 24 rxns/96 rxns 12,000/48,000
NC101-01/02 24 rxns/96 rxns 5,760/23,000
NCM101-01/02 24 rxns/96 rxns 5,760/23,000
NCM102-01/02 24 rxns/96 rxns 5,760/23,000
NC103-01/02 24 rxns/96 rxns 4,800/18,000

DC501-01 50 rxns 3,000

DC502-01 50 rxns 1,500

N902-01/02 50 rxns/200 rxns 1,500/5,400
RM601-01 50 rxns 2,500
DM202-01 64T 2,560
DM203-01 9% T 3,840
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@ TruePrep® Flexible DNA Library Prep Kit for lllumina (Vazyme #TD504 s @ s .
rep lbrary Prep (Vazy ) DNAZERFE GEATF lllumina FH)
BT A8 IR R =
EIEA ERATENER, HEREE DNA XEHEN™R
2 100 pg - 500 ng IRANE
E‘Iﬁi’éﬂﬁﬂ ; TruePrep® DNA Library Prep Kit V2 for lllumina TD501-TD503
PORREEERE, XFE1.3h L~ EEEEEE — T
TruePrep® Flexible DNA Library Prep Kit for lllumina TD504
HHIRHES
IWMEEEFEATRAIGHER \‘ ) ) ) _
—— e — VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
- < HAFTERE — VAHTS® Universal Pro DNA Library Prep Kit for lllumina —  ND608
® . . . i VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610
@ VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 (Vazyme #ND627)
FER{LEEE DNA EEEAFIE o) , ) .
\C BB BRE — VAHTS" Universal Plus DNA Library Prep Kit for lllumina a ND617
VAHTS® Universal Plus DNA Library Prep Kit for Illumina V2 ND627
[2IE “fRPHME” > - 3
A{EaRE 142, I=N=grbuy 2 =
SNP Al InDel iiARIIIEANIRE, BEREM LRI - VAHTS® Universal Pro DNA Library Prep Kit for lllumina — ND608
XEFES
RN EENE, NEREES
VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
VAHTS® Universal DNA Library Prep Kit for Illumina V4 ND610
@ VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina (Vazyme #NR605) - VAHTS® Universal DNA Library Prep Kit for lllumina V3 _ ND607
R SHA S S VAHTS® Universal DNA Library Prep Kit for Illumina V4 ND610
L . - TruePrep® DNA Library Prep Kit V2 for Illumina __ TD501-TD503
ERARIERIE, FERFEZENIFEEZE3h
®E
SRR LARERFER, BESHIZEMRIIE TruePrep® DNA Library Prep Kit V2 for lllumina TD501-TD503
(=15 TruePrep® Flexible DNA Library Prep Kit for lllumina TD504
RENFHIERE, (FEERAXGNESEEMNY— VAHTS® Universal DNA Library Prep Kit for Illumina V3 ND607
VAHTS® Universal DNA Library Prep Kit for Illumina V4 ND610
- VAHTS® Universal Plus DNA Library Prep Kit for lllumina _ ND617
. . . . © Uni i i i ND627
@ Hyperactive® Universal CUT&Tag Assay Kit for lllumina (Vazyme #TD903) VAHTS " Universal Plus DNA Library Prep Kit for lllumina V2 R
VAHTS® Universal Pro DNA Library Prep Kit for lllumina ND608
EHRR -DNA BEfFEE IR A VAHTS® AmpSeq Library Prep Kit V2 NA201
R VAHTS® AmpSeq Library Prep Kit V3 NA210
DIRFEMMN, FT—SCH DNA B BRICTIEESLER:, KRR RN
- U VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607
REBARR. RRIE VAHTS® Universal DNA Library Prep Ki i B
e e e b ry Prep Kit for lllumina V4 ND610
RAER, SRAMEEAR, LRESITETF ChiP-Seq, ESHELF
RFEESHE. IFEES
LEREFFR, AENANS, VISERINL, SUEESLSE - VAHTS® ssDNA Library Prep Kit for lllumina | ND620
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ERERBE LI P R FERUBEEFSRSE

. . . . (e — e ® H H H
T TruePrep® Flexible DNA Library Prep Kit for lllumina R VAHTS" Universal Plus DNA Library Prep Kit for
{5RliEE Erechifer :
| (TD504) lllumina V2 (ND627)
g [ afF= ] [FEiF=] g
> >
E BAE “(BpA 1 SNP #1 InDel f BRI AKRE, ESRTHEERE E3
P =
| . o
g. BAREE PEEREARE, (R 1.3 h g
=2 NEFES MENNEZNE, XEREES (=)
AR
KERHES MEFEFEAERSEHE
- Mt
[ ~m/EE ] [ WifER ]
\ [BRRMEG hE
Transposon-linked Beads(TNB) 2 FEE BBk, S8 L ERMHEMNEE/RIEEL Adaptert 1 Adapter2, &
ZWES DNA RS, 55CTIEE 15 min, BIASLH DNA R EMANFRInESLER: . IREBI R B N5S(NSXX) fl SoftClip Rate Invert Chimera Rate
N7(N7XX) #17 PCR¥1g, RIRIRSRATSEENFHINE. 104 : ‘B‘ 1.0+ : ;‘
8 mC 0.8+ mC
I ND607 = ND607
6 = ND627 0.64 = ND627
) 4 : 0.4
JATNB
2+ 0.2
0 0.0
HNEFHHIK panel  NCC fE panel fibfEE panel SMNBEFH@EE panel  NCC & panel i panel
55C 15 min
HEt fERREREITERE, Vazyme #ND627 7£ SoftClip it A H, 5 C AT~RELHAEESR; & Invert Chimera i@ A E, B FEMATRE~R.
TNB, Transposon-linked Beads
TSB = Tagment Stop Buffer
MATSB TWB = Tagment Wash Buffer
EE5 ming& 1k N5 and N7,two index primers containing index 2(i5) INBEFIEIRE Variant #= NCC panel {383 Variant (2 fibfEz/\ panel B3R Variant #i=
and index 1(i7) respectively 20000 300001 1000
00000 - Varianf 25000 - Variant. 800 - Varian(v
80000 CortoomFase 20000 Contcenirase 600 Confient Fass
IIATWB 5&i52)% 60000 15000 4004
50000 10000 2004
40000 50001 [ — e Bl
30000] 1500 ;g_’
20000 1000 204
MAPCRIF 1#Mix 100004 5001 o
0- 0 0-
vy o o ‘\0@« ‘\o"i\ vy © o e&é ‘\069 v % o< \9@“ ‘\oq;i\

PCRY %930 min
FARERHITIZE, Vazyme #ND627 EARZIIESL Variant 1 HAERS, AAPEE T ERBAM: Variant A H .




y DNA BEXIF=S 2023 EE=SHUER y DNA EEZR5™=5m 2023 BEEFSEWEM

[ Wizt |
& DNA Z2EIHFIE
55 52 2= il 7 1. RABTHREREE 10pg
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(Ao | . . . TR EREHT X ELRE, EREKHA Vazyme # ND620 I96ESGEE, BS5 A XBIEZEFRiELL, XEFEES, IEEEF,
EEIEZ=8|  VAHTS® ssDNA Library Prep Kit for lllumina (ND620)
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DNAZZEIXFZE (EBFMGIEE) FFPE #£7~ DNA EEXLIR H X

VAHTS® Universal Pro DNA Library Prep Kit for MGl (Vazyme #NDM608) 28 & FFPE DNA {EE#&EHRAY MGl 518
FRTHNER, ®EHRIEE DNA XEHEHI~m SNFEFEEBRIRFIE, T 100 pg - 1 ug Input DNA R EATAE AN E ANLHE2E S DNARGIESER,

B EMIE SRR HEEAIEEIE (FFPE) S50 DNA 265, MEWIERa. PRAMSE0. BESK. 3 HHips,

RIS DNA (4, FEINESR DNA AN ERS . BITIIRIHESER . MRS A S B SR A BB,

TruePrep® DNA Library Prep Kit for MGI TDM501-TDM503 EXEEAEMTIEEFEXERA, TiZERTFSMERE PCR 3 PCR-Free X EME, BERBILMHKRRE.
EREEgE  — — R A N = N I N o
( ’ TruePrep® Flexible DNA Library Prep Kit for MGI TDM504 HAEPRENMERFNEBET 7R RSEFIFINERNIIE, BRAEE LRIET XEMENREHTES .
TR VAHTS® Universal DNA Library Prep Kit for MGI NDM607 FENEE R AR FRIEE AP
! VAHTS® Universal Pro DNA Library Prep Kit for MGI NDM608 UTAUAGU CTACAGEC
bl il e §Hre G0
Gw ek S TRt
® Uni i i LA S | — >
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umE
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VAHTS® Universal Pro DNA Library Prep Kit for MG —  NDM608 B LAsac
—_—
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FFPE DNA 2Eid#I& (MGI) ek AR

(BalEE VAHTS® Universal Pro DNA Library Prep Kit for MGI B CTEEE8|  VAHTS® Circularization Kit for MGI (NM201)

Sklesa®  (NDM608)
O [ FRiEs ] O
)Z> [ =R ] )Z>
2 iR PRALFERHEZ 70 min =
= SR | BMEERERG. 2. RO 3 HHASEE =
= B BERUMETIA 60% =
7 Gnba ke XERNENN ET RS R E R 5
= FAM HETRMBESE. XERNBHIERER =
T Dl BEREHBENER SNP R HKE an

[ iEdE ]
[ iEedE ]
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1. RIS ERSR 2. RSN FEIE

= NDMG0S 100 RS 1 DNAZSHE SRR B BEREHL
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N - o 80 A
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| VAHTS® Universal V6 RNA-seq Library Prep Kit for Illumina
VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina

VAHTS® RNA Adapters set 1-set 6 for lllumina
VAHTS® RNA Multiplex Oligos Set 1-Set 2 for lllumina

VAHTS® mRNA Capture Beads

VAHTS® mRNA Capture Beads 2.0

Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-off® rRNA Depletion Kit (Bacteria)

Ribo-off® rRNA Depletion Kit V2 (Bacteria)

Ribo-off® rRNA Depletion Kit (Plant)

Ribo-off® Globin & rRNA Depletion Kit(Human/Mouse/Rat)
Ribo-MagOff rRNA Depletion Kit (Human/Mouse/Rat)

- TruePrep® RNA Library Prep Kit for lllumina
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VAHTS® Universal V6 RNA-seq Library Prep Kit for MGI

Kit -
VAHTS® Universal V8 RNA-seq Library Prep Kit for MGI

s Adapter — VAHTS® RNA Adapters Set 8 for MGI
PR REAREE < & 2
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VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina
(NR605)

VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina (Vazyme #NR605) 2R FRAIE YT lllumina SBENE
FEEOARNERENENMREERARIE. AXFZE ZHEM . RIREEM dA-Tailling 8HAA—F, PFETFELELTE,
IRAMEE TIRIERIE . F858 7 EENE . B, EE#TEBRRENTHTEMEREANEDE,
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Matorial | Tt RNA (RIN27)‘ ’ Total RNA ‘ ’ FFPE RNA ‘
- ‘ ‘ ‘ S IR EURERER, BESHNEZERINE
=2
mRNA #UEL rRNA % rRNA %% — . N .
> =& MENNFHIERE, FERIAXKFNESEEMT—
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Ribo-off® Globin & rRNA Depletion Kit(Human/Mouse/Rat)
:I::II
1SR (N408)
[F@RiE=]
E S REREMRREEATUERUE
=R FEEREGEH

[ LR ]

1. RREERSE. KREFER

LI Total RNA JBIAIEIR, XIAREIRNSHEATNARE RIN A, £/ Vazyme #N408 i#4T rRNA 1 Globin mRNA X,
RS9/ VAHTS® Universal V8 RNA-seq Library Prep Kit for lllumina (Vazyme #NR605) #1745 BB EMEE, XMEBFE
BHITRENFSESEE Clean Reads, XLUARERREAEMAEFmERRRE rRNA EEF] Globin mRNA EEH Reads £
5, ERFIHEEIAE (10 ng ) FME RIN EHEA, Vazyme #N408 HIREEZEIREIR RNA,

1Hg 100ng 10ng BRINfi  BRING {ERIN{E
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Discover-sc® Single Cell WGA Kit (Vazyme #N603) FFIE TS EHELRY 1 (MDA ) B Phi29 SiBi I8IKR, #E87E
2 h QHURSEH 1-1000 NMBHEMEF AN EERBTEFNT G . NLFIEERR Phi29 DNA BEEBENRE K+
289 DNAREES, EASREMMEEEETEE, PAREGRNTES, BERILISTHIE 100 kb FELR ST, B
BERBZYIEETIAR 95% U ENESE, NZERTRIBEARREHEN (PGS/PGD) , METMIESE, 59
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I . <® Qi .
!I%EJ;EE Discover-sc™ Single Cell WGA Kit (N603) Discover-sc® WTA Kit V2 (Vazyme # N711) 8ELL 1-1000 NAMEEL 10 pg-10 ng 2 RNA Jt&tR, @I E—5E cDNA

BTG, RREBHNBFTFIDNOER, NMBRTENRARSMERELRE RNA EE3RESHNEEZERS

[ == ] #1 mRNA-seq #HTMEDHHIR AR, 5TFIRLL Oligo dT Primer HiE RS |#i##+T cDNA &5, FFIFA Discover-
- . - . s s S v s sc Reverse Transcriptase B9 Template-switching (&7 cDNA B9 3" imiRil—ERiEL 2, B izELFoETEEN
HARSET ERTHENAER, BEXFNRK, EFRINERRAR, BFSHER PCR 188, T/ cDNA § 74, 9308H% cDNA AFUTIZ R0 3' (RIFHERT rRNA RIS,

Discover-sc® WTA Kit V2 27 Discover-sc® WTA Kit Eifl FFANFHRRA, HEENREE. ARFSHIER T KR

BEES PHRERAT IBETILE 95% U EHNEBEEE
ERA, ENEaREEERRERERERACT,
H—ES ARETF >1 Mb R EHRIERNHTRST
[ SCIG[RIE )
REES Phi29 DNA REEERIREERE Taq B8 1,000 /3
BRIEE R BERN, BENMELTF 10 min, T~ TEEL
l Single-cell isolation
[ BERZ ]
W E R ]

Single-cell lysis

q q q Analysis
10 min 2h
g : 4 Y

HR—: HARE S| HEAIE $E=: MDA 14
.

mRNA Po’ly A

1OESMARERAR AR L S R 1T RET Discover-sc ‘“““’ 5 — 3
2. YA B B 2. B MR ABMES B RS TS Oligo vz _ ## — _ _
3.65°C, 10 min ZBE K 3.30C,2 h HHIR R - ~<—— Oligo dT Primer
First-strand synthesis
[ MtgE R ] Discover-sc 5 ’
! - TS Oligo va _ #H#HH T ——uunn
= S s— = Ay PR - o . — #‘“’-ﬁ#
BOEMMEA Vazyme #N603 HITRMAMERAY 1E, HFHUEXE. RERBERRER 0.01X BYFRE Pooling 5
H1T lllumina MiniSeq U, THEIEERER, reads EEREAZ UL HELLKIS, T Vazyme #N603 ¥ 1815 Template-switching
— MR, Discover-sc 4

WTA PCR Primer ; ‘“‘.“;ﬂ.'“' I .

< Discover-sc
WTA PCR Primer
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PCR amplification

7
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Template-Switching N"&#I2 1 cDNA &R =EE
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Discover-sc® WTA Kit V2(N711)

ERTENER, ERREGHENEEFm

[ F@af=

BEIREEIR 2R BAHHEEE 10 pg Total RNA BIRJ{EARIAER, #HITETE.
TN I . RELEEW —— EpiArt® DNA Methylation Bisulfite Kit —  EM101
P—— R LNA RARBORUMRIER, KEERNT ERAELH
HigHE,
2 x EpiArt® HS Taq Master Mix EM201
A=z o A oY P e o 3 11 S -
A = 47 ﬁﬂ?ﬂ!ﬁ'ﬁm%?f‘i@‘k cDNA, JXEZE/N mRNA 8, BT 5’ -< FRELIEHLEI I 2 x EpiArt® HS Taq Master Mix (Dye Plus) EM202
3 (miFlk.
T ——— E%"’f ':E TR 1’2 ) 7(57}3‘2’/: 7 RNA HEmAtE, RAREES \ EBEWEESRAE —— EpiAt® DNA Methylation Library Kit for llumina V3 —  NE103
THRIRENEG, RS TERIEKRNE,
MS%R%E'IET‘ $¥§:%F§W*ﬂ%ﬁ 5 l-|| ’ ﬁgﬂgﬁﬁmﬁ I&EE’\J *E*ﬁﬂﬁ'?r iéEﬁ o F CUT&Tag BB — Hyperactive® pG-Tnb Transposase for CUT&Tag | | S602
9 Hyperactive® pA-Tn5 Transposase for CUT&Tag S603
[MiRER ) D -
- CUT&Tag #F  Hyperactive® In-Situ ChIP Library Prep Kit for llumina(pG-Tn5)  TD901
= == RR= H ive® Universal CUT&Tag Assay Kit for lllumi TD903
1. ESEER L= HAE yperactive® Universal CUT&Tag Assay Kit for lllumina ?Em
Vazyme-1 1 Vazyme-2 284 293T #HIELE Discover-sc® WTA Kit V2 ##&, C-1 ] C-2 284 293T HEE C Aa " ive® bAMNase for CUTERUN =
B RAXEY S, B 1 ng cDNA 8442 TruePrep® DNA Library Prep Kit V2 for lllumina #8232 . \ CUT&RUN 2f§ — yperactive - pA-iNase for _ s701 £
Hyperactive® pG-MNase for CUT&RUN S702
N
Samples Expression Genes Mapped to genome Mapped to rRNA Mapped to exon Mapped to intron Mapped to intergenic Zﬂ
Vazyme-1 14807 88.4% 1.24% 86.1% 10.5% 3.46% . . . ’“-
Vazyme-1 15138 88.2% 3.06% 86.9% 0.49% 3.72% t TruePrep® DNA Library Prep Kit V2 for lllumina ——  TD501/502/503 Elﬁl:l
c-1 14367 84.6% 1.76% 85.9% 10.3% 3.77%
c-2 15285 84.7% 2.27% 82.0% 13.5% 4.56%

MEERFILABL, Discover-sc® WTA Kit V2 iIfFIZH EF=ia U RERS, 24 293T M UEEEHSIX 15000 1,

2. BiEDH—, TlmiFtt
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o o
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Relative Position in Gene(5'->3’) Relative Position in Gene(5'->3’)

EES Vazyme-1 MIFFREEFLWDHER, AEA C-1 UFFREERA LD HER, HIEER Discover-sc®
WTA Kit V2 I 1BRIFIRIET EE 5 71 3 BB,
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REMIEWL RECEELXNE

ESTITE8|  EpiArt® DNA Methylation Bisulfite Kit (EM101) ESTETIS8|  EpiArt® DNA Methylation Library Kit for lllumina V3 (NE103)
[ =@RiF= [ RiF=
BRER B DNAZTMSTMEBEHEN—L I, ¥HRMATEIRE 140 min B{E(EEE BIMEREERNKRMNFE2
o A3 100 pg-2 pg EFH DNARAE, BIKEE=80%, KH - o =z
Eg'f‘b)&—o—lﬁl E{%E’ﬂﬂ@ﬂ%ﬂiiﬁ{h?&% > 99% %G/B}"— E_I%ﬁ 10 pPg 250 ng Eﬁ%%iﬁﬂﬁﬁf‘%
= =1 L \ N lrb = M N . é K, =] — N I = N 3 =
FEEE ARSI, . BRI DNA. clONA LR S SRR S ERAHALERENE R TFHENL R ONERIERE
TENRAZ THRBEHENER DNAGEHTF PCR I EH NGS UFE TR A
— e . i B [ sE3Eae | [ MitsseE ]
jI'II‘ ’f.:t L)\ = o _
[ Mid4ER ) nout Converted DNA 1.3 NET3ESA 10 pg - 250 ng
1. EEES ‘ N LA 293 4 ffd gDNA B #E 1R, F B L 5 (£ B Vazyme
' o o “Vazyme =A ®B aC =D H#EM101 JHTREWEE, BEREVETRRBBART
120% ‘ (10 pg, 100 pg, 1 ng, 10 ng, 100 ng, 250 ng) ,
Vazyme #NE103 HEEEXEE, HS5 A. B RAEIEZEF
3' Adapter Ligation IJI:'I:I*EI:E1 YEFEE%; T*ﬂa#ﬁ%ﬁ%@y}o
‘ 5 — 3
‘ 3,000+ Bl NE103
5 B supplier A
1 ug 293 hg DNA 2 ug A DNA Extension gz,ooo- I I " suppllerB
g 293 hg ) Hg ‘ 5§ ——— 3 £ 10009, i . BT
PR R L R 2 5007,
73BILL 1 ug 293 hgDNA #12 pg ADNA iR, SREATREWEWTRE. EpiArt® DNA Methylation Bisulfite Kit ‘Clean up 5 2504
0

(Vazyme #EM101) 1L F A% G, EIMMHES.

10pg 100pg 1ng 10ng 100 ng 250 ng

5' Adapter Ligation
e 3 Input DNA
2. BUES 5‘ —— 3' nput
100% - 3 5 FR/AE FHOXEER
06% ‘ Clean up
ﬁ 92% Library Amplification
& < .
88% - 5 3
3 5
84% 3 J
80% - . Tail
Vazyme A B c b —— 3 Truncated Adapter
HEHAELL —— 5' Truncated Adapter
LA 2 pug ADNA Bl , 2BREZNTRENELTRIE. EpiArt® DNA Methylation Bisulfite Kit ( Vazyme #EM101) 8L — Index

FREKF R, BURERS.
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Vazyme #NE103 Z N F#HEEE L, 5 A. BLREE X mELL, Mapping Rate. Average sequencing

depth. Adapter ISR FER, CUT&Tag—EHE - DNA BE{EIA

Q30

Mapping Rate
95 W= NE103 > 100 = NE103 . N e . . ®
= 90 == supplier A € % = supplior A CUT&Tag ( Cleavage Under Target & Tagmentation ) S R 2 —F 5T E H R -DNA HH EERARIF 75 %, Hyperactive
§ 85 = supplier B 5 60 I supplier B Universal CUT&Tag Assay Kit for lllumina ( Vazyme #TD903 ) 2%t%J lllumina S@BENFFEERAARF LIS,
5 80 g 40 AT LR RBARIRE, FH Protein A/IG RISHIFERE, ERASISTRHRELEDENERD, FEBNMSMIEHT
2 . " N
o8 é% 20 DNA B RERML . ERY, FriSRERRENFIM SR EIRATHIGEE
70 (i
»SQQ \@Qq < »9‘9 \@@ @@ @Qq @Q@ < \&9 \@@ ,@0&
Average sequencing depth Adapter(%)
W EE4MAR (0.5 - 1 h) Living cells preparation
s8 = NE103 60 - NE103 .
% B supplier A " l +1st AnthOdy
-] 6 ) = = supplier A '
g -y B supplier B E 40 = supplier B /)K
[ -
oG4 o
<5 S
52 2 ZE—H (4°CER)
[
"o 0 | +2nd Antibody
5 ) O S o S ) ) O O & S
oF \@Q INIRNY \@"‘ qf?‘\ OIROMIEN IO qf,o"‘ ¥
ay\
o i e T I\
2 FEREGIRER . A
Z&"Hh{ h) =%
FRAEERZEE (A cfDNA. /NE FFPE DNA. #ETTEREEDNA) , FBRHUFET Vazyme #EM101 # 1T m
BELEL, BUENFYESEE Vazyme #NE103 & A B ABEIRIEF RRINEREREBHITEDRE, BRERH, | +pAIG-Tnp =
— =
Vazyme #NE103 HI8EEEE . ¢ 5
T(\V /?\
A cfDNA /NEL FFPE DNA AT EEA )\ il
Hyperactive pA/G-Transposon q el
3,000 = NE103 2,000 - NEi3 3000 - NEM03 24 (1h) ’:
== supplier A = supplier A supplier
’E‘ﬁ 2’2501 I i - suigners 15"“} I II = sppieB o gnp : Suzzlﬁe,g oS
1,500 .

1,000
400 800

1,000
200 400

v | Transposition
o 0 [
10 pg 100 pg 1ng 10pg 100pg 1ng 10ng 100ng 250ng 10pg 100pg 1ng 10ng 100ng 250 ng

)
3. FAETEREHIRTIE /)\
RE&E(1 h)
LA 293 48f8 gDNA #iElR, FERUGSIZZTIREBSHEECNEIELIECLITHE (A, BRagwidig) #TREK
B, BUENFYWESR Vazyme #NE103. C. D ABEIREF R EREREHITXELE, £R2%XMH, Vazyme
#NE103 Eea8ERE, '

l Extract DNA

N*
2,000 z §§{t$§ﬂ§ 8o §§ﬂ%§ﬂ§ BN NE103
1,200 I i = supplier C 60 —— DNAZZEX (0.5 h) Xooar XX
- lier D
" i supplier w0 l PCR
300 '
‘5"] I i I I I i I 2 i5 index Read i7 index Read
0 N1 (0.5 h) = _——= Read! —
10pg 1ng 10ng 10 pg 1ng 10ng Read 2 «+——
FRRBLEIR T 8
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Hyperactive® Universal CUT&Tag Assay Kit for lllumina (TD903)

HRIERIE LRI, BHENRLEN itz 8l  VAHTS® DNA Clean Beads (N411)
HARBNER RAREH, ERMERE

VAN
- [ DIERIE ]
mEFEE T BEFHE, mAENLS
Imu g bﬁ\ = H”i% Eﬂ&fjﬁﬂﬁ , iz E;ﬁji FrEZ1LDNA huAlieads nE /N%ﬁ’tiﬁ nu)\ieads nE ZEEE i} /Nﬁiir—:ﬁﬁ
BFIRLLS B Eim{EF ChIP-Seq, EE T
S 59 & o5 § %) €. ( )
SIS | ‘ o & o ° ) ) ‘
[ izt | e © Y% D o D« dE
HERIANER, BRE
1. ERIRANER, EIR
L H3K27me3-100 & L H3K27me3-10,000 EFFEER LR EFH EERH
- KRB NRER
= N p
. & ¢ /b B HETIE
e &
. > /\
I ll Y
% O B w M ™ m o i T L R ™ [ Imulitga:% ]
HYARIEHBER K562 48 (100, 10,000 cells ) , {#H Vazyme #TD903 #1T H3K27me3 Hi{kAY CUT&Tag L, @id
Agilent 2100 Bioanalyzer #{TXED BN . LERETX TARMAEILANE (100, 10,000 cells) , HIATHGE HELIA) ladder R .
RE9SZEE, 15BA Vazyme #TD903 BES S A XM IA B AL . F3 TruePrep® DNA Library Prep Kit V2 for lllumina (Vazyme #TD501) #332 DNA 3 &, XEEHIIGA /N0 200-1,500 bp, F VAHTS DNA
K562 chri:150,936,888-151,425,909 Clean Beads & FRMEMAIT PCR =Ytz oik, SEIFARKNNINE, B Agilent 2100 Bioanalyzer iz akiig
E?Eﬁg'"’.‘l_.. 4 1A . . Y U DR S S
ag
cinere B ﬁ : '} i : : i ‘l l : { } i - - E—IFLL (Beads: DNA) 0.80 x 0.70 % 0.60 x 0.55 x 0.50 x 0.45 x 1.0 x
H3K4me3-10¢ . ’ A . i . 1 " _ )
oy WY Y Y T T Ty %_i’efﬁ,ﬂ\bt (Beads: DNA) 0.20 x 0.20 % 0.20 x 0.15 x 0.15 x 0.15 x
CUT&Ta K E -1,
I VY, T Y e T T T - SCEFKE (bp) 300 350 400 500 600 700 200-1,500
S — - H e - b HHRE R D e HHH L ] &H
3R A R K562 48H8 (100, 1,000, 10,000, 100,000 cells ) , & Vazyme #TD903 i#47 H3K4me3 Hi/kfl CUT&Tag ol o s sens ssen ase baee 1o
X, ERETAEARAEREREIEEAR—I, 100 MEEAIEIRMS ChIP-Seq HR—HMEZEIL. 020 % 020% 020x 018 015 x 018 "0
2. J‘ﬁﬁﬁ’ﬁ}"— 338: ® 0.80 x/0.20 x
HIKdme3  chrl:214,233,414-214,722,435 s - ® 0.70x/0.20 x
54 ] B © 0.60%/0.20 x
| A TR L o — . ' /21 &J&
Hela ® 0.55x/0.15 x
oo l T : : R .. |.| II . . — & ® 0.50x/0.15 x
ol N L. . el //}2 ® 0.45x/0.15x
b e e AR i
SMVD2 KR 0017304881 PTPNI4 CENPF 123_ ® 10x
fﬁﬁﬁ Vazyme #TD903 %‘H@ 10,000 /l\ A549 gmﬂﬂ\ Hela gmﬂﬂ*u K562 gmﬂﬂ, J‘.ﬁ?ﬁ' H3K4me3 ﬁﬁsﬂ'ﬂ CUT&Tag §5ﬁo %%Eﬁ? = 15 50 100 150 200 300 400 500 700 1500 [b]

Vazyme #TD903 & F S MM AR DNA- ERREERE.

K562  €hr12:6)506,645-6,858,435

Y W || (B DU T Y s wd AL
aames II 1 I 1 1 “I‘ (- | [ J (} IIJ 1 ]
e hou ‘.Il.l‘ - ._“l. . i i l N i L
A pell AJ . 2 Lo | 1 - N SO
crer At J - ' l L s 1 1 l hl L 1 lh. L it .l

A 10,000 1 K562 48f, {EF Vazyme #TD903 £ BIMIH LA T AR HIA: H3K4me3. H3K27me3. H3K27ac. RNA Pol Il
CTCF, AR B Vazyme #TD903 EHF £ E LR DNA- EEKEEEMR R
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Equalbit® 1 x dsDNA HS Assay Kit (EQ121)
]
WER R MARITRE, EREHIEE, SLRESE
fETEE 0.2 -100 ng dsDNA
BRI SRR dSDNA, 3 — RIS R B AR IFEH S 1

RHEGRER 2 min WEDETAEIBAD

REMS EREFNEREFELZ, RIEMREBREY

(SR ]
1. REES

3T 12 MARIRER dsDNA #EK, S3IERM Vazyme #EQ121 §1 A RFIRIZEF R T&MENE, A A Qubit Fluorometer 3.0 SEERHE{E
HIEZRAY dsDNA HASETE 0.2-100 ng XARNEBRIFHNEHERXER . 1§ Vazyme #EQ121 BItRER 2 BERREIEICIKE 0.2 ng/ul, 6
ANSLIS A REAHTIRIRE, EREREEAIGRNIES, Vazyme #EQ121 5 A ABEEF~RIRER (Vazyme #EQ121 1 A AT EZ%E
FmEE/ARFREFRIEE ) T 10% LUK,

-~ ARRIRIE~& e ARRIEE & 10+
100 1 i -+ EQ121 03, Wm EQI21
80— ~ 57
8 3 .
8 60 2 0.24 =
¢ e B 0
g & E
w
2 0.1 5
o T T T T T
00 01 02 03 04 05 004 104
DNA Concentration in Assay (ng/pl) A B ¢ D E F A B C D E F

0.2-100 ngk 1 3= A LL

2. 3R

TEHREA MR IR REL REUR REERR
A\ B\ C\ D\ E\ FRETEHRIEAR

FELMEEM (0.2-100 ng dsDNA ) i 12 4 DNA #A ., FHEEM 12 P RNA AR, EHEER 12 1 DNA+RNA BEHER, B8MHEKR
3 BMER Vazyme #EQ121 F1 A ABREEZRIHTIRN, ERER Vazyme #EQ121 BEIEH M I4ES dsDNA, BENEEE RNA EEMIBR
T, PESERESR dsDNA, BEEES A ABRIZEFREY,

A LRIRS

S DNA+RNA (1:1) G2t DNA+RNA (1:1)
s ™ 8 DNA
= c
@ ®
@ 60 H
e i
3 w 3
et [
20 RNA RNA
kA A et
o y T T T T y ] T T T
00 01 02 03 04 05 00 01 02 03 04 05
DNA or RNA Concentration in Assay (ng/ul) DNA or RNA Concentration in Assay (ng/ul)

EQ1215 A A TR 257 S dsDNAKE R 141 &

é‘ﬁ% BESIRENS Sk
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M EY) DNA $2EY ( XTEE )

FastPure® Host Removal and Microbiome DNA Isolation Kit
" (DC501)

[Fafe ]

ERBIEHRNE 43 min, HEY DNA IR 23 min
EREREERE, BEMENEE
FERSILE. HF. BR. BEEER. BRSEMREREE

[ £36/RIE ]

Mixed Hosl / Microbe Sample

=0

Cell Lysis and Nucleic Acids Microbe Collection Microbial DNA Isolation
Degradation of Host T

g €
4

.

‘: é\} Host Cell '} Microbe %, HostDNA . Microbial DNA . Ultra Nuclease
=
(iR ]
1. BERBRBIREERS
w ooy = 0501 0 i = 0501
. B* . B*
30 J15.5o Jw.u 80
s 227

B & & B & ¥ & B & B &
&g & & L & g L
Ll Ll LAl LAl K LAl

REFREEER gPCR RRER
R qPCR j£3%d Vazyme #DC501, A*fll B* RRRAF RN HBEERNERITREFITER, F19C, BES, ZrBIHES
BT, FREH: Vazyme #DC501 AILIBMBREERE, BEMREEST A B* ABRE~ A,

2. FEMIE R RN L

= Bacterial DNA == Human DNA —-— -

100

g 8 fsnalleed S
80- Eﬁﬁ daiitlin i %Sﬁ
I Host Removal SupplierA*
| oo ramova g
Host Removal DC501
Control SupplierA*
‘ I Control SupplierB®
0
FAWE  #EE FARE AEE  TAEE  ARE | kel
R o OERT

BEFSIGEL BARFTRREAPHEMSH

LA Vazyme #DC501. A* §1 B* ABEZF= RIZE=Y IER, R Vazyme #ND617 $H{TEME, FH#EHA lllumina HiSeq X10
BT PE150 MFEHH. 5R%: Vazyme #DC501 IR EREBEF L, BRRIESHMEDIEEE.

b

Percent DNA(%)
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HEY) DNARE ( AETEE ) BIERERIREHEY DNA/RNA Hi2E ( F412 )

FastPure® Microbiome DNA Isolation Kit (DC502)

VAMNE Magnetic Pathogen DNA/RNA Kit (RM601)

[P ] [ e ]
iz BAREURIZNG 23 min, B{FEE #E FEMR. HF. R FERARSENRAE AT BRI
DNA REVFB®. REEF, BETHLARR bz AR KIS 44 min
%5 I8 FIT M I PR 3 S A TR (A R B A SRR ERA 440 DNA Lk BURBEREMEY , REMENRE

[ Mits ] T B SR ERAS R A 2 4989 DNA/RNA

1.DNA REE5 . "2EW

£H8 Vazyme #DC502, Vazyme #DC112, A*. B* #ll C* RN BRI RAYELIRIEN AR R EE AT TE ERHEM S DNA 1REY;
&M Qubit & MIZENZYDIRE , FHERIRIEHERREIXE T DNA STEELIR RNA KBIER .. EREE: FEEAREET Vazyme 1. %8 2. =H
#DC502 MWIREV=E:, BREFYNTEET RNAKBBERMNFRE=R.

[WHEER ]

BRERENABITE . SEEHBTIRE . EEREEH PRV( DNA £ 100 pl AMHIBAN 10° WABITE . SEEFEFHRE. Bi5
35 - ooss s N % ) BERER. PRRSV (RNA 5% ) GERERFINE EHIIRE. HEFRIRSSHERMEN, BB Vazyme
3.0 - A - A FiEERR. ORIRT. RREEART, 288 Vazyme #RM601 #RM601 ] Supplier B @27~ RIREURIZHETIZEN, $2EY
Boa - 21 - 70 Supplier A FIF=RIBEURZIHTIRN, 7 gPCR w12 FHIER] Vazyme #ND617 BHTXURENDRE, SRERAHINN
515 =c 8 = perz ISR MAENRETER, BT CtEWE, T % lllumina HiSeq X10 E&##T PE150 F . HRE
® 10 =5 HEHE, ERERA: Vazyme #RM601 W AR AP RE ML BB: Vazyme #RM601 3@ 2 R M =M AVIR BRI T
2'2 . YIRIREVIEZRMN T Supplier A, Supplier B AR
' P R OERT K SEEBERE AR
i e T OERT KERHFE SEEHERE R WRERE omiF o
M Dcso2 A" B _C' pcsoz A" B C' M pesoz AT B' C' M MLL@MLLM@LLM o o el P = suppiera
y——— Ill!!'u!!.—-"- - .-u--.---m;"!..- ———— S
— —-— - : : t:u : g 20 g“’ 10000
FEHEA LB R52 01, 20, 9yl (1.2%FRSHER) , Marker DL15000 RER2 I (1.2%3RAEREARAE) , Marker DL15000 b H HH A%} HH H e |1| Z gz‘z::_ﬁﬁ
. . . . : . A . i 6000
R AR TR SR ST SRR RS AR R . = e
o m = Supplier g 6001 O EEEE
)y e - . - - ’ll = s
o e SRS R sl ol L 0 RELIEE
2. IEIFhZEHAEY) DNA 1Z2EEE S ' H o] H 120 O mEFEE
60
HH HH HH HHIJLrﬁHﬁ H‘ﬂ;rﬁﬁ;
IR PRESV =N Y /

Microbial Composition
o ~
<] 3

N
a

LA ABMEYINER (3 EZKPMER. 5 ME=KMAEE. '© ot subts (69 1 | .
2 MEEs ) ANAAEAR, 288 Vazyme #DC502. B* 1 C* A E[E gz;zxzzz;;eeogmg) aw  wem v s weE  eav  Pmrsy RMB01 Supplier B
K- RAYLIRAZ I TIEY) DNA $2BY; £/ Vazyme #ND617 | Escherichiacoll (&) N e _ )
e i . P REVH) qPCR EER4ER FRBEMEYIEE Reads ¥
L#{:I'S'Uﬁmﬁ, ZRFEERERIXEFER lllumina HiSeq X10 ¥ Pseudomonas aeruginosa (G-)
BT PE150 WUFEHHT . 8K Vazyme #DC502 X{FREF I Saimanels aaroa @)

P az e sz . . o E Staphylococcus aureus (G+)
LY (E=ZKBPME. F=ZKMEME. & ) DNA BERE
I B* AEEEFRIEH, T C* RERE MR, .

Theoretical DC502 B* c*
RE=4 10 MERBSFEE
#iE: Theoretical HIBIEE 10 MERBEYEE

EN
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IR IR EY) DNA RE ( BHap )

[Fafe ]

(

VAMNE Magnetic Pathogen DNA Kit (Prepackaged)(DM202)
VAMNE Magnetic Pathogen DNA Kit (KF Prepackaged)(DM203)

®rE REMR. £F. BR. HEEXRFEDREFIMNERER
Rz Bt CIREXAT KX T 46 min
SR BHRBHEREMNEY, BREHMEDRE

MKZER |

1. 38

BREEHRENKHITE . SEEHEKE . LeRESH PRV(DNA
"5 ) EEHER. MNEMSEER. OBERT . RREEARS,
208 Vazyme #DM202. Vazyme #DM203. Supplier A&
7 BRYSLIETRIZHITIEY DNA 2B, {#8 qPCR AXIIZEL
BRNMEYZEBRHITERS, RUNTY Ct EME, RraHsE
HME., ERFP: Vazyme #DM202. Vazyme #DM203
TEHEAPREHENIRBEEERMLTF Supplier Ao

= oMz

= oM
Lok OEEF 3 Supplier A
a0 - 40 -
30 = = [] NN [ w4 N NN
gzl Em-
10 104
K A e PRV *mTE Ll L PRV
-0 A
4 - o o o R
] I 1 ][] MM
E 2 Em
10- 10
xERE  EW me PRV P " Y
REV=H gPCR E24R

2. =St

£ 200 pl AM#¥AR$IBAN Supplier B #EMRER, S8
Vazyme #DM202 1 Vazyme #DM203. Supplier A B2/ m
BYSCIERIEHHTIEEYD) DNA 12EY; {#F Vazyme #ND617 #{T
XERRE, KRESKEENNEER lllumina HiSeq X10 £ &
#47 PE150 UFESH . 5R%KE: Vazyme #DM202. Vazyme
#DM203 XF R EFEHEMANRBBEZERML T Supplier A R

3 Staphylococcus aureus
3 Escherichia coli
3 Listeria monocytogenes
3 Pseudomonas aeruginosa
60 01 3 Enterococcus feacalis
I i B3 Salmonella enterica
‘1‘23 EE Cryptococcus neoformans
& 100 I “ I 3 Bacilus subtilis
b sg n i fl . |I| 3 Lactobacillus fermentum

DM202 DM203 Supplier A

TEFBERHMEDR L Reads £

MHERtREE

2023 EFrmiclaF i

u 01,
m 02.
m 03.
H 04.
H 05.
H 06.
m 07.
H 08.
H 09.
H 10.
1.
m 12,
m 13,
u 14,
H 15,

H 16.

m17.
| 18.

H 19,

DNA BEZRTI

Chen B, Du YR, Zhu H,et al. Maternal inheritance of glucose intolerance via oocyte TET3 insufficiency. Nature. 2022
May;605(7911):761-766. IF:69.504 (Vazyme #TD501)

Wei S, Li X, Lu Z,et al. A transcriptional regulator that boosts grain yields and shortens the growth duration of rice. Science. 2022 Jul
22;377(6604):eabi8455. IF:63.714 (Vazyme #TD501)

Wang LB, Li ZK, Wang LY,et al. A sustainable mouse karyotype created by programmed chromosome fusion. Science. 2022 Aug
26;377(6609):967-975. IF:63.714 (Vazyme #TD501)

Zou Z, Zhang C, Wang Q,et al. Translatome and transcriptome co-profiling reveals a role of TPRXs in human zygotic genome
activation. Science. 2022 Sep 8:eabo7923. |IF:63.714 (Vazyme #TD502) (Vazyme #TD601)

Li R, Di L, Li J, et al. A body map of somatic mutagenesis in morphologically normal human tissues. Nature. 2021 Aug 25. IF:49.962
(Vazyme #TD501)

Fu A, Yao B, Dong T, et al. Tumor-resident intracellular microbiota promotes metastatic colonization in breast cancer. Cell. 2022 Apr
14;185(8):1356-1372.€26. IF:41.584 (Vazyme #TD203)

Shen H, Yang M, Li S,et al. Mouse totipotent stem cells captured and maintained through spliceosomal repression.Cell. 2021 May
27;184(11):2843-2859.€20. IF:41.582 (Vazyme #TD501) (Vazyme #TD204)

Fei L, Chen H, Ma L,et al. Systematic identification of cell-fate regulatory programs using a single-cell atlas of mouse development.
Nat Genet. 2022 Jul;54(7):1051-1061. IF:41.307 (Vazyme #NM201)

Tan T, Wu J, Si C, et al.Chimeric contribution of human extended pluripotent stem cells to monkey embryos ex vivo. Cell. 2021 Apr
15;184(8):2020-2032.e14. IF:38.64 (Vazyme #TD501)

Liu Y, Zhang Q, Xing B,et al. Inmune phenotypic linkage between colorectal cancer and liver metastasis. Cancer Cell. 2022 Apr
11;40(4):424-437 .e5. IF:38.585 (Vazyme #TD503)

Niu L, Shen W, Shi Z, et al. Three-dimensional folding dynamics of the Xenopus tropicalis genome. Nat Genet. 2021 Jul;53(7):1075-
1087. IF:38.33 (Vazyme #ND607)

Yin Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
2022 Aug 22. IF:31.25 (Vazyme #TD202)

Zhang H, Shao S, Zeng Y, et al. Reversible phase separation of HSF1 is required for an acute transcriptional response during heat
shock. Nat Cell Biol. 2022 Mar 7. IF:28.824 (Vazyme #TD202)

Xiong Z, Xu K, Lin Z,et al. Ultrasensitive Ribo-seq reveals translational landscapes during mammalian oocyte-to-embryo transition
and pre-implantation development. Nat Cell Biol. 2022 Jun;24(6):968-980. IF:28.213 (Vazyme #TD502)

Yang M, Yu H, Yu X,et al. Chemical-induced chromatin remodeling reprograms mouse ESCs to totipotent-like stem cells. Cell Stem
Cell. 2022 Feb 2:51934-5909(22)00010-8. IF:24.633 (Vazyme #TD501)

You M, Chen L, Zhang D,et al.Single-cell epigenomic landscape of peripheral immune cells reveals establishment of trained immunity
in individuals convalescing from COVID-19. Nat Cell Biol. 2021 Jun;23(6):620-630. Epub 2021 Jun 9. PMID: 34108657. IF:20.042
(Vazyme #TD502)

Xie H, Li W, Hu Y,et al. De novo assembly of human genome at single-cell levels. Nucleic Acids Res. 2022 Jul 22;50(13):7479-7492.
IF:19.16 (Vazyme #S601)

Tan T, Tan Y, Wang Y,et al. Negative supercoils regulate meiotic crossover patterns in budding yeast. Nucleic Acids Res. 2022 Sep
15:gkac786. IF:19.16 (Vazyme #ND607) (Vazyme #N801)

Hu S, Peng L, Xu C,et al. SPT5 stabilizes RNA polymerase Il, orchestrates transcription cycles, and maintains the enhancer
landscape. Mol Cell. 2021 Sep 10:S1097-2765(21)00696-1. IF:19.97 (Vazyme #ND607) (Vazyme #N802)
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B 20. Xu W, He C, Kaye EG,et al. Dynamic control of chromatin-associated m6A methylation regulates nascent RNA synthesis. Mol Cell.
2022 Mar 17;82(6):1156-1168.e7. IF:17.97 (Vazyme #ND617)

B 21. Wang R, Mao Y, Wang W, et al.Systematic evaluation of colorectal cancer organoid system by single-cell RNA-Seq analysis. Genome
Biol. 2022 Apr 28;23(1):106. IF:17.906 (Vazyme #TD501)

W 22, Qin H, Ou L, Gao J, et al. DENA: training an authentic neural network model using Nanopore sequencing data of Arabidopsis
transcripts for detection and quantification of N6-methyladenosine on RNA. Genome Biol. 2022 Jan 17;23(1):25. IF:17.906 (Vazyme
#N102)

M 23. Yuan S, Huang T, Bao Z,et al. The histone modification reader ZCWPW1 promotes double-strand break repair by regulating cross-
talk of histone modifications and chromatin accessibility at meiotic hotspots. Genome Biol. 2022 Sep 6;23(1):187. IF:17.906 (Vazyme
#TD202)

W 24, Ding Y, Wang W, Ma D, et al. Smarca5-mediated epigenetic programming facilitates fetal HSPC development in vertebrates. Blood.
2021 Jan 14;137(2):190-202. IF:17.794 (Vazyme #TD501) (Vazyme #TD202)

W 25. Bi Y, Tu Z, Zhou J, et al. Cell fate roadmap of human primed-to-naive transition reveals preimplantation cell lineage signatures. Nat
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