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B IEES RNA 28

P EH B4 (73)
RNA isolater Total RNA Extraction Reagent 100 ml R401-01 270
Bacteria RNA Extraction Kit 100 rxns R403-01 440

B =ES RNA 128
Fuzs| B30 (n)

({T1p RNA-easy Isolation Reagent 100/200 ml R701-01/02 600/1,000
FERXIRINRY ~m
B 3z RNA 25X

FastPure® Cell/Tissue Total RNA Isolation Kit V2

FmEs Bt (7T)

BiE, RLTSHOM. HA RNA HRRIUAIE 50 mxns RC112:01 920
FastPure® Cell/Tissue Total RNA Isolation Kit
R / 4A49 RNA $REUR KIS 50 s RC101-01 1.120
MiPure® Cell/Tissue miRNA Kit
S8 / 4847 miRNA 12ERAIE (BORE ) 50 rxns RC201-01 2,140
FastPure® Plant Total RNA Isolation Kit(Polysaccharides&Polyp
henolics-rich) 50 rxns RC401-01 1,184
ZHESEMEY) RNA IZEURNIE

® . " .
FastPure™ Universal Plant Total RNA Isolation Kit RC411-01 1184

A5 mmmEn RNA R RIE 50 mns

B 3 DNA $£E

m FastPure® Blood/Cell/Tissue/Bacteria DNA Isolation Mini Kit

"

PRSI / 4EA / 4BER | BRI DNA IR 50 rns/200 mxns betnz-0102 800/2,800
E;%;’;Bg’ﬁg e R 50 ns/200 rxns DC111-01/02 680/2,520
;%‘g:;gﬁii%ggﬁtg‘gm” Mini Kit 100 rxns DC103-01 665
FastPure® Plant DNA Isolation Mini Kit 50 rxns DC104-01 520

EYEEZE DNA 1REULHIS
FastPure® FFPE DNA Isolation Kit

FEPE REAEE4A DNA 12EGLFIE 50 rxns DC105-01 880

FastPure® Host Removal and Microbiome DNA Isolation Kit

RSB DNA JREGSAIR (T ) 50 rxns DCs01-01 3,000
® g ) ) ;

FastPure™ Microbiome DNA Isolation Kit DC502-01 1,500

FERUREAEY) DNA 2EURAIE (REBE) S0 mns

SR
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B 55 DNA 125
FRER FRES

FastPure® Plasmid Mini Kit

FERMERFIE 100 rxns DC201-01 240
;ag%_ﬂ{;j\g?;gj%wni “ 50 rxns/200 rxns DC211-01/02 175/660
;t?l%%;;igj?}g;%ﬁgsmid Mint kit 50 rxns DC203-01 500
;g;;g%;igx;gggﬁﬁ;smid Maxi Kit 10 rxns DC202-01 798

W =YL

FastPure® Gel DNA Extraction Mini Kit
BX[EII /DNA SR 100 rxns DC301-01 220

W £ DNA/RNA Hi2EX

FastPure® Viral DNA/RNA Mini Kit
TIP iwms onarna maie 100mns RE31-01 1,200
FastPure® Viral DNA/RNA Mini Kit V2
#% DNA/RNA 2ERzHI2 50 mxns RC313-01 880
©\ S
FastPure™ Viral DNA/RNA Mini Kit Pro 50 xns RC323-01 1,380

%55 DNA/RNA 2EUAFIE

HIR R IRENR Y~

B DNA/RNA ££412EX

Virus DNA/RNA Extraction Kit 2.0 (Prepackaged)

P REILIRE 2.0 IR ( ki) 50T/48T/32T/96T RM401-01/02/03/04 750/696/448/1344
VAMNE® Magnetic Pathogen DNA/RNA Kit
BARER B EE ) DNA/RNA SHEENEHIS 50 rxns RSN 2

=
B DNA 125
FEsS] B2 (%)
VAHTS® Serum/Plasma Circulating DNA Kit
055 / 4234555 DNA 12EGR RIS 50 rxns/200 rxns N902-01/02 1,500/5,400
= VAMNE® Magnetic Pathogen DNA Kit (Prepackaged)
T memnmsEgY) DNA SREGAAIS (D% ) 64T DM202-01 2960
e VAMNE® Magnetic Pathogen DNA Kit (KF Prepackaged)
A presapsEa Y DNA IRERAIE (TS ) %T DM203-01 S
. ® . ’ . . .
ResiDNA Hunter® Residual DNA Sample Preparation Kit Preparation Kit 100 rxns RD101-01 7.000

BEMIEILE DNA #RflEidi=
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B BB RREUY W SHREPCR
ne P
m 2 EEZESIEEY 32 EE VNP-32P 80,000 Phanta® Super-Fidelity DNA Polymerase 100 U/500 U/1,000 U P501-d1/d2/d3 340/1,500/2,700
Phanta® HS Super-Fidelity DNA Polymerase 100 U/1,000 U P502-d1/d3 558/3,858
Phanta® EVO Super-Fidelity DNA Polymerase 100 U/1,000 U P503-d1/d3 600/4,235
Phanta® EVO HS Super-Fidelity DNA Polymerase 100 U P504-d1 725
HEREESAIEXRS R Phanta® Max Super-Fidelity DNA Polymerase 100 U/500 U/1,000 U P505-d1/d2/d3  618/2,258/4,243
2 x Phanta® Max Master Mix 1ml/5 x 1 ml/15 x 1 ml P515-01/02/03 615/1,670/4,680
[ | {% f_ N 2 x Phanta® Max Master Mix (Dye Plus) 1 ml/5 x 1 mli5 x 1 ml P525-01/02/03 615/1,670/4,680
m 2 x Phanta® Flash Master Mix 1ml/5 x 1 ml/15 x 1 ml P510-01/02/03 615/1,670/4,680
RNA Keeper Tissue Stabilizer 100 mi R501-01 m 2 x Phanta® Flash Master Mix (Dye Plus) 1ml/5x 1 ml/15 x 1 ml P520-01/02/03 615/1,670/4,680
2 x KeyPo Master Mix (Dye Plus) 1 ml/5x1ml/15 x 1 ml PK511-01/02/03 343/1,119/3,030

§'Jﬁ
2R
FRES W 58 PCR
FRHES

({T}p RoomTemp Sample Lysis Kit 250 rxns /1,000 rxns P073-01/02 1,000/3,300 S
' ' ' Taq DNA Polymerase (Mg® plus Buffer) 1,000 U/10,000 U P101-01/03 180/1,400
Taq DNA Polymerase (Mg** free Buffer) 1,000 U/5,000 U/10,000 U P102-01/02/03 180/800/1,400
2 x Taq Master Mix 5x 1ml/15 x 1 ml/50 x 1 ml P111-01/02/03 210/560/1,650
R IR B X K 5 7= 5 (CTLp 2 Taq Master Mix (Dye Plus) 5% 1mi15 x 1 mi50 x 1 mi P112-01/02/03 210/560/1,650
A 7% AR 2 x Taq Master Mix for PAGE 50 x 1 ml P113-03 1,650
] E@ S 3G Taq® Master Mix for PAGE (Red Dye) 5ml/10 x 5 ml P115-01/02 200/1,500
Green Taq Mix 5x 1ml/15 x 1 ml/50 x 1 ml P131-01/02/03 226/604/1,780
= e
Lysozyme 200 mg DE103-01 = =
DNase |,RNase - free (1 U/pl) 1,000 U/10,000 U EN401-01/02 500/4,800 W &= PCR
DNase | RNase - free (50 Ul 1,000 /10,000 U EN402-01/02 500/4,800 FRES R <7c
Taq Plus DNA Polymerase 1,000 U P201-02
ERE 2 x Taq Plus Master Mix 5x 1ml/15 x 1 ml/50 x 1 ml P211-01/02/03 290/800/2,500
allac el S Vel kil Clab e el Y
I:II:I I\ AR “
2 x Taq Plus Master Mix Il (Dye Pl 1 mlA5 x 1 ml/50 x 1 ml P213-01/02 2 2
RNase|RNA and DNA Remover ( RNA BRISR) p— RE04.01 (T1p 2 x Taq Plus Master Mix II (Dye Plus) 5x 1 mli15 x 1 mi/50 x 1 m 3-01/02/03 90/800/2,500
& PCR
RS B2 (72)
9|\ PSRN {$ *iEE ? U - O 5x1ml/15 %1 ml P222-01/02 236/638
S/
IZ Hy 2R § I on @ 2 x Rapid Taq Master Mix 50 x 1 ml P222-03 1,898
o \ = 10 x 5 ml P222-04 1,898
BN D B

Fuzs| B30 (%)

VEX® Exosome lsolation Reagent (from cell culture media)

] KHE& PCR

PRGNS (L) o 2207
;/EJ)Z(;SE};E%;%?;UEO(IE]&I?; I)?eagent (from serum) 10 ml R602 4.700 Vazyme LAmp® DNA Polymerase (Mg** plus buffer) 500 U P301-02
W R (I '
ad " 2 x Vazyme LAmp® Master Mix 5x1ml/15x 1 ml P311-02/03 970/2,600
: .
VEX Exosome Isolation Reagent (from plasma) 10 ml R603 4,700 2 x Vazyme LAmp® Master Mix (Dye Plus) 1 mlf5 x 1 miA5 x 1 ml P312-01/02/03 330/970/2,600

ShRARENENIR (MK )
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m AFE) PCR
ks = = g | RRTRIFRE
FRER FRAS B2 (75) HRTHR T
(T3p AceTaq® DNA Polymerase 250 U/1,000 U/3,000 U P401-d1/d2/d3 310/1,100/3,000 R i3 7 [
2 x AceTaq” Master Mix (Dye Plus) 15 x 1 ml P412-03 1,400
h Taq Anti 100 pl P121-01
fhor Champagne Taq Anibody o0 0 600 ClonExpress® Il One Step Cloning Kit 25 rxns/50 rxns (20 pl/rxn) C112-01/02 600/1,000
Champagne Taq DNA Polymerase 500 U (2.5/5/10 U/ P122-d1/d2/d3 660/660/660 ClonExpress® MultiS One Step Cloning Kit 10 rxns/25 rxns (20 plirxn) C113-01/02 520/1,080
@ ClonExpress® Ultra One Step Cloning Kit 25 rxns/50 rxns (10 pl/rxn) C115-01/02 800/1,300
B2 () N
1 g 20N
Taq Pro HS DNA Polymerase 250 U/1,000 U/5,000 U PN101-01/02/03 350/1,230/5,600 [RIETE = 5832
Taq Pro HS U* Master Mix 1,500 rxns (20 pl/rxn) PN112-02 2,820
Mut Express® Il Fast Mutagenesis Kit V2 10 rxns/25 rxns (20 pl/rxn) C214-01/02 560/1,180
Mut Express® MultiS Fast Mutagenesis Kit V2 10 rxns/25 rxns (20 pl/rxn) C215-01/02 1,280/2,680
B2 (72)
@ Taq HS DNA Polymerase 500 U/1,000 U/5,000 U P132-d1/d2/d3 660/1,230/5,600 1§ éfﬁ ITA ﬁ ﬂ%
Taq Pro HS DNA Polymerase for ddPCR 1,000 U/5,000 U PN102-01/02 1,230/5,600 -
Taq HS DNA Polymerase (Glycerol-free) 1,000 U/5,000 U/50,000 U QL101-01/02/03  1,230/5,600/50,000
T4 DNA Ligase 40,000 U C301-01 120
({Tp 5min Universal Ligation Mix 50 rxns/100 rxns (10 plfrxn) C311-01/02 1,000/1,600
W £Z&EPCR
8% (70) HERZEME
Multiplex PCR Kit 50 rxns/200 rxns/1,000 rxns (50 wl/rxn) PM101-01/02/03 900/3,200/13,600
DH5a (L RkSZ 4R 100 pl x 10/20 C502-02/03 160/270
526 (%) o s
Taq Pro Multiplex DNA Polymerase (High sensitivity) 200 rxns/1,000 rxns (25 pl/rxn) PM201-01/02 800/3,200 BL21(DE3) (A FRSZ S 100 pl x 10/20 C504-02/03 265/500
Taq Pro Multiplex DNA Polymerase (High specificity) 200 rxns/1,000 rxns (25 plfrxn) PM202-01/02 800/3,200 (ILp Fost-T1 sz 100 pl x 10/20 €505-02/03 220/400
W EEY 18 PCR 2
B (72)
e e —— o (50 pilfrxn) PD1001 B 5 min TA/Blunt-Zero Cloning Kit 25 rxns/50 rxns (5 pl/rxn) C601-01/02 966/1,738
ne Step Mouse Genotyping Ki rxns pl/rxn - ,
, _ (CTXp 5 min TOPO-BIunt Cloning Kit 20 rxns/40 rxns (10 lfrxn) €602-01/02 750/1,330
Blood Direct PCR Kit V2 50 rxns/200 rxns (50 pl/rxn) PD103-01/02 600/2,200
Plant Direct PCR Kit 50 rxns/200 rxns (50 pl/rxn) PD105-01/02 600/2,200

2 N == O
W PCR 183 =B B K R U 7 m
W GelRed B HERE
@y ~or Ervancer o e >
dNTP Mix (10 mM each)

1 mi/ 1 mi P031-01/02 1607700 ﬂm Ultra GelRed (10,000 x) 0.5 mi/10 x 0.5 mI/100 x 0.5 ml GR501-01/02/03  700/6,300/56,700
dNTP Mix (2.5 mM each) 1 mi/5 x 1 ml P032-01/02 70/300
dUTP(100 mM) 1 ml P033-01 400
dATP(100 mM) 1 ml P034-01 400 " DNA Marker
dCTP(100 mM) 1ml P036-01 400 DL2000 Plus DNA Marker 50 rxns/100 rxns (5 pl/rxn) MD101-01/02 60/110
dGTP(100 mM) 1ml P037-01 400 DL5000 DNA Marker 50 rxns/100 rxns (5 pl/rxn) MD102-01/02 60/110
Heat-labile UDG 100 U/S00 U P051-01/02 700/3,150 DL15000 DNA Marker 50 rxns/100 rxns (5 pl/rxn) MD103-01/02 75/130
E.coli UDG 500 U/5,000 U P061-01/02 260/2,200 100 bp DNA Ladder 50 rxns/100 rxns (5 l/rxn) MD104-01/02 90/140
RNase-free ddH,O 5ml P071-01 50
10 x DNA Loading Buffer 1ml P022-01 5

6
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Shr| s \lr e = N=IN
e 2211 (75) W RFERNEETHARER
Bst DNA Polymerase Large Fragment 800 U/8,000 U P701-01/02 260/2,200 P B2 (5T)

Bst Il DNA Polymerase Large Fragment 1600 U P702-01 631 AceQ® gPCR SYBR Green Master Mix 500 rxns/2,500 rxns (20 plirxn) Q111-02/03 1,200/5,410
Bst Il Pro DNA Polymerase Large Fragment 1600 U/8,000 U P703-01/02 708/2,775 AceQ® gPCR SYBR Green Master Mix (Without ROX) 500 rxns/2,500 rxns (20 plirxn) Q12102103 1,200/5,410
AceQ® gPCR SYBR Green Master Mix (Low ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q131-02/03 1,200/5,410
J‘Eﬁ_ Eg i ,% §|J F l:lﬁl:l AceQ® gPCR SYBR Green Master Mix (High ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q141-02/03 1,200/5,410
AceQ® Universal SYBR qPCR Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q511-02/03 1,200/5,410
| J\E ﬁﬁ ﬁg JE H% % E@ / ﬁt %U % m ChamQ® SYBR gPCR Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q311-02/03 1,200/5,410
ChamQ® SYBR gPCR Master Mix (Without ROX) 500 rxns/2,500 rxns (20 pl/rxn) Q321-02/03 1,200/5,410
HiScript® Il Reverse Transcriptase 2,000 U/10,000 U R201-01/02 140/660 ChamQ® SYBR gPCR Master Mix (Low ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q331-02/03 1,200/5,410
HiScript® Il 1st Strand cDNA Synthesis Kit 50 rxns/100 rxns (20 pl/rxn) R211-01/02 750/1,350 ChamQ® SYBR gPCR Master Mix (High ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q341-02/03 1,200/5,410
HiScript® Il 1st Strand cDNA Synthesis Kit (+gDNA wiper) 50 rxns/100 rxns (20 pl/rxn) R212-01/02 900/1,500 ChamQ® SYBR Color gPCR Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q411-02/03 1,200/5,410
HiScript® Ill Reverse Transcriptase 10,000 U R302-01 1,000 ChamQ® SYBR Color qPCR Master Mix (Without ROX) 500 rxns/2,500 rxns (20 pl/rxn) Q421-02/03 1,200/5,410
m HiScript® Il 1st Strand cDNA Synthesis Kit (+gDNA wiper) 50 rxns/100 rxns (20 pl/rxn) R312-01/02 1,250/1,833 ChamQ® SYBR Color gPCR Master Mix (Low ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q431-02/03 1,200/5,410
M-MLV(H-) Reverse Transcriptase 10,000 U R021-01 400 ChamQ® SYBR Color gPCR Master Mix (High ROX Premixed) 500 rxns/2,500 rxns (20 pl/rxn) Q441-02/03 1,200/5,410
Murine RNase inhibitor 2,000 U/10,000 U/20,000 U R301-01/02/03 130/600/1,060 m ChamQ® Universal SYBR qPCR Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q711-02/03 1,200/5,410
m Taq Pro Universal SYBR gPCR Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q712-02/03 1,200/5,410
W RT-qPCR EAMIRIR
HiScript® Q RT SuperMix for gPCR 100 rxns (20 pl/rxn) R122-01 1,020 . BTE %I- ;ﬁ ﬁ % IFE % % ﬁﬁ %ﬁ ;l% ;1§
HiScript® Q RT SuperMix for GPCR (+gDNA wiper) 100 rxns (20 plirxn) R123-01 1,150
HiScript® Il Q RT SuperMix for gPCR 100 rxns (20 pl/rxn) R222-01 1,200 AceQ® gPCR Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q112-02/03 1,200/5,410
HiScript® Il Q RT SuperMix for gqPCR (+gDNA wiper) 100 rxns (20 pl/rxn) R223-01 1,350 AceQ® U’ Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q113-02/03 1,650/7,350
HiScript® Il Q Select RT SuperMix for gPCR 100 rxns (20 pl/rxn) R232-01 1,200 m AceQ® Universal U* Probe Master Mix V2 500 rxns/2,500 rxns (20 pl/rxn) Q513-02/03 1,650/7,350
HiScript® Il Q Select RT SuperMix for gPCR (+gDNA wiper) 100 rxns (20 pl/rxn) R233-01 1,350 m ChamQ® Geno-SNP Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) Q811-02/03 1,750/8,150
(CTLp Hiscript® I RT SuperMix for GPCR (+gDNA wiper) 100 rxns (20 pl/rxn) R323-01 1,683 Animal Detection U* Probe Master Mix 400 rxns/800 rxns (25 plfrxn) QV110-01/02 1,680/3,150
m HiScript® IIl All-in-one RT SuperMix Perfect for gPCR 100 rxns (20 pl/rxn) R333-01 1,683 @ Animal Detection U* Probe gPCR Super PreMix 400 rxns/800 rxns (25 pl/rxn) QV114-01/02 2,200/3,920
Taq Pro HS Probe Master Mix 500 rxns (20 pl/rxn) QN111-01 1,450
[ 5’RACE & 3'RACE j:}"' 1 Taq Pro HS U* Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) QN112-01/02 1,780/7,875
Taq Pro HS Universal Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) QN113-01/02 1,450/6,375
HiScript -TS 5Y3' RACE Kit 10 rxns (20 plfrxn) RA101-01 5,000 Taq Pro HS Universal U" Probe Master Mix 500 rxns/2,500 rxns (20 pl/rxn) QN114-01/02 1,780/7,875
10 x Universal Primer Mix(UPM) 100 rxns (5 pl/rxn) RA102-01 1,000
HiScript-TS 2 x PCR Mix 40 rxns/200 rxns (25 pl/rxn) RA103-01/02 1,200/4,750

m miRNA RN EEEZRILF
" ST I gy
B2 (58) MR Tersar STER ars Master T rxns/500 mxns (20 plfrxn) - :

Single Cell Sequence Specific Amplification Kit 200 rxns (20 pl/rxn) P621-01 2,170
V= > G = = A R A
w EEME%E DNA EERNIIKKE

. Ay S & é
© mIRNA BRRTARA R 536 (0
B (5T) ResiDNA Precise Quantitative CHO DNA Detection Kit 100 rxns (30 pl/rxn) RD102-01 16,000

(TIp miRNA 1st Strand cDNA Synthesis Kit (by stem-loop) 50 rxns/100 rxns (20 plirxn) MR101-01/02 700/1,350
miRNA 1st Strand cDNA Synthesis Kit (by tailing A) 20 rxns/50 rxns (20 pl/rxn) MR201-01/02 2,000/4,200
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RT-PCR/gPCR #Esh &3 &

W —#i% RT-PCR ]
P

HiScript® Il One Step RT-PCR Kit 50 rxns (50 pI/rxn) P611-01
HiScript® Il One Step RT-PCR Kit (Dye Plus) 50 rxns (50 pl/rxn) P612-01 860

N —EZEXRNEEEAMER

HiScript® Il One Step qRT-PCR SYBR Green Kit 250 rxns (20 pl/rxn) Q221-01 1,840
HiScript® Il One Step qRT-PCR Probe Kit 250 rxns (20 pl/rxn) Q222-01 1,840
HiScript® Il U" One Step qRT-PCR Probe Kit 250 rxns (20 pl/rxn) Q223-01 2,170
HiScript® Il U* One Step qRT-PCR Probe Kit 100 rxns/5,000 rxns (30 pl/rxn)  Q222-CN-00/Q222-CN 1,300/36,400

100 rxns/1,000 rxns/

o ® + ;
m HiScript® 1l U” One Step qRT-PCR Probe Kit 5,000 rxns (30 plirxn)

Q225-01/02/03 1,300/9,800/45,000

AccurSTART U* One Step RT-gPCR Probe Kit 200 rxns/1,000 rxns/

(FOR FAST) 5,000 rxns (20 plirxn) Q231-01/02/03  3,200/11,000/103,000

m—2EF—8™® RT-qPCR mix FUiE&

(TLp Hiscrip Il U* One Step GRT-PCR Probe 5 x Master Mix 100 ™ns/1.000xns/10,000 rxns

FRES EENE)

Q611-01/02/03 UG 0]

(20 pl/rxn) 105,000
AccurSTART U’ One Step RT-gPCR Super PreMix 200 rxns/1,000 rxns/10,000 rxns ] 3,600/14,000/
(ONE TUBE) (20 plfxn) Q621-01/02/03 120,000

HERRERI=m
L BERERIE

Cas9 Nuclease 50 pmol/250 pmol EN301-01/02 399/1,199

T7 Endonuclease | 250 U/1,250 U EN303-01/02 579/2,399

RSN R
FRHS

T7 High Yield RNA Transcription Kit 50 rxns/100 rxns TR101-01/02 2,300/4,450
T7 RNAI Transcription Kit 25 rxns/50 rxns TR102-01/02 1,350/2,630

T A FRL 2R 5 am
L] Liﬁ% R

(T1p 1~rss Eﬁ%ﬁh (pH 7.4) 10 x 1L G101-01
1 x TAE BB (pH 8.3) 10 x 1L G102-01 350
1 x TBE &AL (pH 8.5) 10 x 1L G103-01 350

SR
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MIBART ™~ m
D22} S ) g o
FREH

TUNEL FITC Apoptosis Detection Kit 20 rxns/50 rxns/100 rxns A111-01/02/03 1,580/2,680/4,080
m TUNEL BrightGreen Apoptosis Detection Kit 20 rxns/50 rxns/100 rxns A112-01/02/03 1,780/3,080/4,800
TUNEL BrightRed Apoptosis Detection Kit 20 rxns/50 rxns/100 rxns A113-01/02/03 1,780/3,080/4,800
(TLp Annexin V-FITC/PI Apoptosis Detection Kit 50 rxns/100 rxns A211-01/02 1,000/1,680
Annexin V-PE/7-AAD Apoptosis Detection Kit 50 rxns/100 rxns A213-01/02 1,200/1,800

w2 RS IS SR A
5341 (%)
m CCK-8 Cell Counting Kit 500 rxns/1,000 rxns (10 pl/rxn) A311-01/02 625/1,060
—_ N
N WENEBIRSEEGN
5341 (%)
@ Dual Luciferase Reporter Assay Kit 100 rxns (100 pl/rxn) DL101-01 1,250
W REEE S
B (52)
Exfect® Transfection Reagent 1 ml/4 x 1 ml T101-01/02 1,680/5,000
N ==
N EEETSER
5341 (%)

m Myco-blue® Mycoplasma Detector 20 rxns/50 rxns D101-01/02 400/900
Myco-off® Mycoplasma Cleaner 100 pl/500 pl/1,000 pl D103-01/02/03 724/3,050/5,950

EA=EX il
[ | Western Blot

B4 (1)

1ﬂﬂ§§§= ECL (k2R eMiAF= (BIFAR ) 60 mI/250 ml (2 x A/B) E411-04/05 400/1,580
m SHE ECL F RSNt (BIAEY) 50 ml/250 ml (2 x A/B) E412-01/02 400/1,800
180 kDa Prestained Protein Marker 100 rxns/500 rxns (5 pl/rxn) MP102-01/02 510/2,035

l%E&

il | One-Step PAGE Gel Fast Preparation Kit (6%) 125 gels/0.75 mm E301-01
One-Step PAGE Gel Fast Preparation Kit (8%) 125 gels/0.75 mm E302-01 388
One-Step PAGE Gel Fast Preparation Kit (10%) 125 gels/0.75 mm E303-01 388
One-Step PAGE Gel Fast Preparation Kit (12%) 125 gels/0.75 mm E304-01 388
One-Step PAGE Gel Fast Preparation Kit (15%) 125 gels/0.75 mm E305-01 388

[ | Bradford FEHE=
E%(m

Detergent Compatible Bradford Protein Quantification Kit 500 rxns E211-01

N BCAEHRTE=E
PR FRHES ERA ()

@ BCA Protein Quantification Kit 250 rxns/500 rxns E112-01/02 280/450
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SR

DNA ZEZ%

B DNAZERKNE(ERTF IluminaE8q )

m TruePrep® DNA Library Prep Kit V2for lllumina TD501/TD502/TD503-01/02 24 rxns/96 rxns 6,200/24,000
HEEESREENNE
Fioo. l TruePrep® Flexible DNA Library Prep Kit for lllumina TD504-01/02 24 rxns/96 rxns 7,200/26,400
- VAHTS® Universal DNA Library Prep Kit for lllumina V3 ND607-01/02 24 rxns/96 rxns 5,600/18,000
@ 0 DNA 22
wH=E VAHTS® Universal DNA Library Prep Kit for lllumina V3
ND607 4 24 400/17
(&Y ) 607-03/0 rxns/96 rxns 5,400/17,000
=T | . VAHTS® Universal DNA Library Prep Kit for lllumina V4 ND610-01/02 24 rxns/96 rxns 6,000/24,000
=2 DNA
el VAHTS® Universal DNA Library Prep Kit for lllumina V4
(Fay et ) ND610-03/04 24 rxns/96 rxns 5500/22000
VAHTS® Universal Plus DNA Library Prep Kit for lllumina ND617-01/02 24 rxns/96 rxns 6,400/20,400
Gl EYIEERIEIE DNA
EERH=
VAHTS® Universal Plus DNA Library Prep Kit for lllumina V2 ND627-01/02 24 rxns/96 rxns 6,400/20,400
=y g%';DNA ZE  JAHTS® Universal Pro DNA Library Prep Kit for lllumina ND608-01/02 24 rxns/96 rxns  6,000/20,000
;’gﬁgNA 2R VAHTS® ssDNA Library Prep Kit for lllumina ND620-01/02 24 rxns/96 rxns 9,600/33,600
i) I VAHTS® AmpSeq Library Prep Kit V2 NA201-02 96 rxns 30,000
- ZEISFREE
A=
VAHTS® AmpSeq Library Prep Kit V3 NA210-01/02 24 rxns/96 rxns 8,600/30,000

U DNAZEIRXFZE (EHTF lon Torrent &

oo | MR DNA BEERHIE VAHTS® Universal DNA Library Prep Kit for lon Torrent V2 ND702-01/02 24 rxns/96 rxns 5,600/18,000
VAHTS® AmpSeq Library Prep Kit V2 NA201-02 96 rxns 30,000

ZETIEFEFERNS
Hioo: VAHTS® AmpSeq Library Prep Kit V3 NA210-01/02 24 rxns/96 rxns 8,600/30,000

U DNAZERFNZE (EHF MGIEE ) in

TruePrep® DNA Library Prep Kit for MGI TDM501/TDM502/TDM503-01/02 24 rxns/96 rxns  6,200/24,000

RS AN
TruePrep® Flexible DNA Library Prep Kit for MGI TDM504-01/02 24 rxns/96 rxns  7,200/26,400
M DNA ZEEIRFE  VAHTS® Universal DNA Library Prep Kit for MGI NDM607-01/02 24 rxns/96 rxns  5,600/18,000
. VAHTS® Universal Plus DNA Library Prep Kit for MGI NDM617-01/02 24 rxns/96 rxns  6,400/20,400
EBY) 7 Br{Li% DNA
EAR .
VAHTS" Universal Plus DNA Library Prep Kit for MGI V2 NDM627-01/02 24 rxns/96 rxns  6,400/20,400
FFPE DNA Z2EXKXIZ  VAHTS® Universal Pro DNA Library Prep Kit for MGI NDM608-01/02 24 rxns/96 rxns  6,000/20,000




ISR 2023 @M F = mIF xER 2023 £HRFFREMR

W DNA BE/E R W DNA ZFE#EL

ERFEIMLIER VAHTS® Circularization Kit for MGI NM201-01/02 16 rxns/48 rxns 3,600/10,800 VAHTS® DNA Adapters Set 1-Set 2 for lllumina N801/N802-01/02 10 pl each/40 pl each 1,200/4,600
VAHTS® HiFi Amplification Mix for MGI NM616-01/02 24 rxns/96 rxns 600/1,800 VAHTS® DNA Adapters Set 3-Set 6 for lllumina N805/N806/N807/N808 20 ul each 4,600 each
_ HATA R iR
#oo I VAHTS® HiFi Universal Amplification Mix for MGI (SI) NM618-01/02 24 rxns/96 rxns 600/1,800 VAHTS® Multiplex Oligos Set 4/Set 5 for lllumina N321/N322 192 rxns each 11,520 each
SR EERGRR Y IGHRIR TruePrep® Amplify Enzyme TD601-01 96 rxns 1,000 VAHTS® Dual UMI UDI Adapters Set 1 - Set 4 for lllumina N351/N352/N353/N354 96 rxns each 7,200 each
s ® . : q
KSR VAHTS® Universal End preparation Module for lllumina V2 N203-01/02 24 rxns/96 rxns 2,100/6,900 = llumina SEARE VAHTS® Maxi Unique Dual Index DNA Adapters Set N34201/N34202/N34203/ 384 rns each 15.360 each
T 323 - i ’
L VAHTS® Universal Adapter Ligation Module for lliumina V2 N204-01/02 24 xns/96 xns  3,400/11,000 AT Rk 1=Set4 for lilumina N34204
FFPE HEAEEER VAHTS® DNA Damage Repair Kit N208-01/02 24 rxns/96 rxns 1,440/4,800 TruePrep® Index Kit V4 for lllumina TD204/TD205/TD206/TD207 192 rxns each 1,400 each
VAHTS® Universal Plus Fragmentation,End Preparation & N209-01/02 24 rxns/96 rxns 2 400/8.150 TruePrep® Index Kit V2/V3 for lllumina TD202/TD203 192 rxns/768 rxns 1,400/5,600
dA-Tailing Module for lllumina : !
Y] RRALIEIR . . NA111-01/02 12 x 10 rxns each 4,200 each
e VAHTS" Universal Plus Fragmentation, End Preparation & VAHTS" AmpSeq Adapters for lllumina
Bige dA-Tailing Module for Illumina V2 N219-01/02 24 rxns/96 rxns 2,400/8,150 NA111-03/04/05 24 x 10rxnseach 8,400 each
VAHTS® HiFi Amplification Mix N616-01/02 24 rxns/96 rxns 600/1,800 lon Torrent P& o NA121-01/02 12 x 10 rxns each 4,200 each
. llumina SE& X EY g EEREEL VAHTS"” AmpSeq Adapters for lon Torrent
i ool | VAHTS® HiFi Universal Amplification Mix for lllumina N618-01/02 24 rxns/96 rxns 600/1,800 : NA121-03/04/05 24 x 10 rxns each 8,400 each
£ VAHTS® AmpSeq Multi-PCR Module V2 NA205-02 96 rxns 5,000 VAHTS® DNA Adapters Set 8 for MGI NM108-01/02 10 pl each/40 pl each  9,600/38,400
= B IBER
ﬁi‘ VAHTS® AmpSeq Multi-PCR Module V3 NA215-01/02 24 rxns/96 rxns 1,250/5,000 ® NM10901/NM10902/
VAHTS” PCR-Free DNA Adapters for MGI NM10903/NM10904 20 pl each 4,800 each
MG' Iz L
Eaﬁﬁ;@}i VAHTS® Dual UMI UDB Adapters Set 1-Set 8 for MGI NM35101-NM35108 96 rxns each 7,200 each
TDM101/TDM102/

TruePrep® Index Kit for MGI 192 rxns each 1,400 each

TDM103/TDM104-01
TruePrep® Dual Index Kit V1 for MGI TDM201-01 192 rxns each 1,400 each

I DNA i EEBEs

T4 DNAREHEE T4 DNA Polymerase N101-01 2,000 U 1,100
T4 ZRGEELYES T4 Polynucleotide Kinase N102-01 10,000 U 1,100
T4 POERIEEES T4 DNA Ligase (Rapid) N103-01 600,000 U 4,000
DNA polymerase | Klenow Fragment N104-01 5,000 U 2,200
Klenow DNA B4
DNA polymerase | Klenow Fragment exo’ N105-01 5,000 U 2,200
Phi29 DNA R&i§ Phi29 MAX DNA Polymerase N106-01/02 250 U/1,250 U 300/1,300

SXEE dUTP FUSIRE  Phanta® Uc Super-Fidelity DNA Polymerase for Library

o Amplification P507-01/02 100 U/500 U 400/2,000
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RNA ZE X7

RNAZEIXFZ(EBRTF IlluminaF &

ﬁggﬁéﬁ%g%iﬁ TruePrep® RNA Library Prep Kit for lllumina
VAHTS® Universal V6 RNA-seq Library Prep Kit for
lllumina

RiEERERELTR

VAHTS® Universal V8 RNA-seq Library Prep Kit for

TR501/TR502
/TR503-01/02

NR604-01/02

NR605-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

lllumina

St
=
a

all

Small RNA ZFEifFIE

RNA £ PCR %
HHE

VAHTS® Small RNA Library Prep Kit for lllumina

VAHTS® RNA Multi-PCR Library Prep Kit

NR801-01/02

NA211-01/02

RNAZEIXHE (EBF MGIE&) il

VAHTS® Universal V6 RNA-seq Library Prep Kit for MGI
PRiRERARELHR
VAHTS® Universal V8 RNA-seq Library Prep Kit for MGI

RNA ZEEE R

VAHTS® mRNA Capture Beads
mRNA EE#IE

VAHTS® mRNA Capture Beads 2.0
RNA $TH#f Buffer VAHTS® 2 x Frag/Prime Buffer
Ribo-off® rRNA Depletion Kit (Human/Mouse/Rat)
Ribo-off® rRNA Depletion Kit (Bacteria)

il ] =6 RNARIR Ribo-off® rRNA Depletion Kit V2 (Bacteria)

HOT)

Ribo-off® rRNA Depletion Kit (Plant)

Ribo-off® Globin & rRNA Depletion Kit(Human/Mouse/Rat)

S =8 RNAERIZ Ribo-MagOff rRNA Depletion Kit (Human/Mouse/Rat)

RNA ZEEZEsL

VAHTS® RNA Adapters Set 1-Set 2 for lllumina
VAHTS® RNA Adapters Set 3-Set 6 for lllumina

VAHTS® RNA Multiplex Oligos Set 1-Set 2 for lllumina

lllumina F&

REREBL  AHTS® Small RNA Index Primer Kit for llumina
TruePrep® Index Kit V4 for lllumina
TruePrep® Index Kit V2/V3 for lllumina

MG| E&&EE ®

FotsiEL VAHTS"” RNA Adapters Set 8 for MGI

NRM604-01/02

NRM605-01/02

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

24 rxns/96 rxns

N401-01/02 24 rxns/96 rxns
N403-01/02 24 rxns/96 rxns

N402-01 936 ul
N406-01/02 24 rxns/96 rxns
N407-01/02 12 rxns/24 rxns
N417-01/02 12 rxns/24 rxns
N409-01/02 12 rxns/24 rxns
N408-01/02 24 rxns/96 rxns
N420-01/02 12 rxns/24 rxns

N803/N804-01/02

N809/N810/N811/N812

N323/N324

N813/N814/N815/N816

TD204/TD205/TD206/TD207

TD202/TD203

NM208-01/02

10 pl each/40 pl each
20 pl each

192 rxns each

48 rxns each

192 rxns each

192 rxns/768 rxns

10 pl each/40 pl each

11,800/38,000

11,800/38,000

11,800/38,000

11,500/39,200

14,000/48,000

11,800/38,000

11,800/38,000

600/2,300
600/2,300
800
11,700/38,000
9,500/17,300
9,500/17,300
10,800/19,680
12,240/39,600

6,000/11,700

400/1,600
1,600 each
7,680 each

960 each
1,400 each

1,400/5,600

3,200/12,800

SR
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DNA&RNA HEEXR7
DNA&RNA HEZEEIXF&E

. DNAGRNA i
il e GERT VAHTS® DNA&RNA Library Prep Kit for lllumina NC601-01/02 24 rxns/96 rxns
llumina & )
= 1t 1
] DNASRNASSEEF )\ o0 oNAGRNA Library Prep Kit for MGI NCM601-01/02 24 rxXns/96 rxns

& (AT MGIE8)

BERT

BMEEREEBY E

YRR LAY 1

Discover-sc® Single Cell WGA Kit

BARERAYT B

RREEERAAN 18

W REWY

Discover-sc® WTA Kit V2

Single Cell Full Length mRNA-Amplication Kit

N711-01/02/03

N712-01/02/03

N603-01/02

RMEERT!

24 rxns/96 rxns

12 rxns/24 rxns/96 rxns

12 rxns/24 rxns/96 rxns

8,200/32,000

8,200/32,000

5,000/17,000

15,000/27,000/72,000

5,000/9,000/24,000

REMELINS
RENEUET 1B

T eEeEEdnE

EpiArt® DNA Methylation Bisulfite Kit

2 x EpiArt® HS Taq Master Mix
2 x EpiArt® HS Taq Master Mix (Dye Plus)

EpiArt® DNA Methylation Library Kit for lllumina V3

W ZEBREEHEF

CUT&Tag s

CUT&Tag itI=

CUT&RUN £3ff

Hyperactive® pG-Tn5 Transposase for CUT&Tag

Hyperactive® pA-Tn5 Transposase for CUT&Tag

Hyperactive® In-Situ ChIP Library Prep Kit for lllumina (pG-Tn5)
Hyperactive® Universal CUT&Tag Assay Kit for lllumina
Hyperactive® pA-MNase for CUT&RUN

Hyperactive® pG-MNase for CUT&RUN

W e RN

D semmmm

TruePrep® DNA Library Prep Kit V2 for lllumina

EM101-01/02

EM201-01/02/03

EM202-01/02/03

NE103-01/02

50 rxns/200 rxns

1ml/5 x 1ml/15 x 1ml

1ml/5 x 1ml/15 x 1ml

24 rxns/96 rxns

FR%S
$602-01/02 10 pg/20 pg
$603-01/02 10 pg/20 pg

TD901-01/02

TD903-01/02

S701-01

S§702-01

TD501/TD502/
TD503-01/02

12 rxns/48 rxns

12 rxns/48 rxns

200U

200U

24 rxns/96 rxns

1,250/4,500

400/1,800/4,800

400/1,800/4,800

13,200/46,000

6,800/12,800
6,800/12,800
8,000/30,000
8,000/30,000

5,000

5,000

e =

6,200/24,000
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IR E 5

RT3 7 S

(L ona o ssmEE VAHTS® DNA Clean Beads

RNA £h{vREER

B FRMREER

VAHTS® RNA Clean Beads

N411-01/02/03

N412-01/02/03

5 ml/60 ml/450 ml 1,000/6,400/26,500

5 ml/40 ml/450 ml 1,200/4,600/42,800

SR
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HIRERET

AESNEFHERIRE

HIRART

VAHTS® Target Capture Core Exome Panel

{#H¥% Blocker& ¥ 1% 5|4

llumina SFEELE DNA XJE
BRI RS R AT 155 14

MGI & 8% Barcode X &
BRI RS R 155 14

MGI & Wi Barcode X i@
B SRS R A 1E5 14

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for lllumina-TS

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for MGI-SI

VAHTS® Target Capture Universal Blockers and
Post-PCR Primer Mix for MGI-DI

i) | S SERNEIE VAHTS® CA-28 Streptavidin Beads N512-01/02
paln]
RS
0.2 ml B H%2 CM101
"L
1.5 ml B8 CM103
[ — |
EERY
[ — &
qPCR X EEE
NN . e ) NQ101/NQ102/
NEEITEEIRFIE VAHTS® Library Quantification Kit for lllumina NQI03/NQ104
NEERINER DNA Standard 1-6 NQ105
NEHERER Library Dilution Buffer NQ106
a1
Qubit E=

m dsDNA BEuUaUHIE

RNA S8EAFIE

RNA & SEEGMHAIR

Equalbit® dsDNA HS Assay Kit EQ111-01/02

Equalbit® 1 x dsDNA HS Assay Kit EQ121-01/02
Equalbit® RNA HS Assay Kit EQ211-01/02

Equalbit® RNA BR Assay Kit EQ212-01/02

2.5 ml/10 ml 4,500/16,000

327, (200 ul/ 7L) 1,500
247, (1.5ml/ L) 1,500

500 rxns each(20 pl/rxn) 1,600 each
6 x 96 pl 2,200

50 ml 500

100 assays/500 assays 900/2,800
100 assays/500 assays 848/2,578
100 assays/500 assays 1,000/3,000
100 assays/500 assays 1,150/3,450

WIRRRRMBRAA =

ERRERAFIE VAHTS® Target Capture Hybridization and Wash Kit

NC001-01/02

NC101-01/02

NCM101-01/02

NCM102-01/02

NC103-01/02

24 rxns/96 rxns 12,000/48,000

24 rxns/96 rxns 5,760/23,000

24 rxns/96 rxns

5,760/23,000

24 rxns/96 rxns 5,760/23,000

24 rxns/96 rxns 4,800/18,000
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oo = P> = o = PAE
T i

DC112
RC112

RC201
RC311

RM201

it | RM401
P073
R513
VNP-32P

g

FastPure® Blood/Cell/Tissue/Bacteria DNA Isolation Mini Kit gDNA $2EX
FastPure® Cell/Tissue Total RNA Isolation Kit V2 S RNA 2B
MiPure Cell/Tissue miRNA Kit miRNA $2EY
FastPure® Viral DNA/RNA Mini Kit

t+im
DNA/RNA Extraction Kit ( Prepackaged ) DNA/RNA #ti2
Virus DNA/RNA Extraction Kit 2.0 (Prepackaged)
RoomTemp Sample Lysis Kit DNA EigRfRR
HAMREFR HEREFR
EEMZERIZEYY BaNREUXER

PCR &%l

HEIURER, DREAEEE 235 g
HERIREY, £2RFE6min
HIRE, 25, TADTHEE

AR HRER, £ 6 min,
%5 DNA/RNA H2EY

e, e, puE
7+ PK. HERE

IR 3 min R

Ze. RERTRE

R, . BaE. B

AEEE D

P132

QL101

PN101

PN102

P122-MD2

88 86

P401-MD1

Taq HS DNA Polymerase

Taq HS DNA Polymerase (Glycerol-free)
Taq Pro HS DNA Polymerase

Taqg Pro HS DNA Polymerase for ddPCR
Champagne Taq DNA Polymerase

AceTag® DNA Polymerase

L

E

%

IR, SRE. SR, MR
AT BRE. SERE

SREL. iR

at

RE. SR, BAT ddPCR

at

&

=
=R

awt

[SiEad

P121

PM201

PM202

P021

8686

P051

P031

P033-P037

Silga | P03

Champagne Taq antibody

Multiplex DNA polymerase (High-sensitivity)

Multiplex DNA polymerase (High-specificity)

PCR Enhancer

Heat-labile UDG

dNTP Mix (10 mM each)

dUTP/dATP/dTTP/dCTP/dGTP (100 mM)

Bst DNA Polymerase Large Fragment

Bst Il DNA Polymerase Large Fragment

Bst Il Pro DNA Polymerase Large Fragment

Taq BGERITT

ZE

S GC 1&tRi 18

UEES

PCR [&#

FRT BRI

=J

BEiEimEE

IRRERR, MR, REMRZER

AT 1B IERE

BREE, FRKEN GC 28RAER,
TeElF, REMIZEEI5R

BRI, TIRRFLE, RS,
GC Feat

= GC BRI BB SR " REIDEIRA
MRIERE

WEX 99%

ait

BREMZE. FIEBEAR
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m R201 HiScript® Il Reverse Transcriptase PHRYES, FEMEZELF, M 55-60CHIR
S RL201 HiScript® Il Reverse Transcriptase (Glycerol-free) ET, BENS, ERBE—SIENTHMYERE
R302 Hiscript® Il Reverse Transcriptase IIZREIRREEN, BEfrEMEE, SRR
R301 Murine RNase inhibitor TEABEDSR, T2 RNABSIDHIRI, STATF & RNA BRI
P611 HiScript® Il One Step RT-PCR Kit [k )
P612 HiScript® Il One Step RT-PCR Kit (Dye Plus) HBIRYIBRE, PRIk, ERTE
@ R312 HiScript® Il 1st Strand cDNA Synthesis Kit (+gDNA wiper) =% cDNA —$EapitiE ( ZEEE )

Wetixta il &R
W REHE qPCR R R
N £ T -

QN211 Taq Pro HighGC U* Multiple Probe qPCR Mix SHmE. S, EEAEE GC EiRA 1
m aN213 Taq Pro U* Multiple Probe gPCR Mix i BHHE. R, BiREAr
@ Qv114 Animal Detection U* Probe gPCR Super PreMix TIES MR RTRR, SR
Q112 AceQ® qPCR Probe Master Mix BRY. =R, SRR
Q113 AceQ® U" Probe Master Mix WHEE PrisH. BRE. S5, EEMRE
@ Q513 AceQ® Universal U" Probe Master Mix V2 BRY. BER. 2F4ER
m Q811 ChamQ Geno-SNP Probe Master Mix PSS, TIRAMARBKREY . &M SNP HE
FuRiE
QV110 Animal Detection U* Probe Master Mix REL. IR, BHISH
W —#i% RT-qPCR FR&

FRES | Fasis

m Q231 AccurSTART U* One Step RT-gPCR Probe Kit (FOR FAST) Eg;%ﬁr%gﬁﬁiﬁ TREEHA., BISRIE, BREE, HSRARK,
At aueor AccurSTART U’ One Step RT-gPCR Probe Kit (Glycerol-free) ;ﬁ%g%mﬂiﬁﬁu, RESHATLZ, ERTEEONARNASHERIRG
m Q225 HiScript® Il U* One Step qRT-PCR Probe Kit RE, SR, BREE, BSRRES, ERSEFFEGNER

Q222-CN HiScript® Il U* One Step gRT-PCR Probe Kit BRENE mix, EAAE, REES, REMSHLF, BHRERSHE

m—EE—ERAETE RT-qPCR (REHiX)
RS

m Q621 AccurSTART U* One Step RT-qPCR Super PreMix (ONE TUBE) —&= (SHRESIMTNE ) , DNA/RNA Hig, SE g, SREE

Q611 HiScript® Ill U One Step qRT-PCR Probe 5 x Master Mix —&. BHSH. SR

7]

2R &5

ABEYREEIIRERRERXTRBRE S

BERMERS -~ 24
WHAEBHREN --------------mmmm - 25
MEREERRN - 26
MRNA BEEER ----------------=---- 28
EZBREREBRURSY -------------- 29
BEMREBEEBIENERS -------------- 29
EFMEIRSS ------------""---------- - 29
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Add&Read Human IgG Kit 500 tests/10000 tests DD2101-01/02
Add&Read Human Fc Kit 500 tests/10000 tests DD2102-01/02
Add&Read Human Fc Kit(broad range) 500 tests/10000 tests DD2103-01/02
Add&Read Mouse Fc Kit 500 tests/10000 tests DD2105-01/02

N EA-EEHEEERENLTE

i&%?gﬁ 2023 i Z = mFM

Add&Read SARS-CoV-2 S1/ACE2 Kit 500 tests/10000 tests DD2201-01/02
Add&Read SARS-CoV-S protein RBD/ACE2 Kit 500 tests/10000 tests DD2202-01/02
Add&Read Human PD-1/PD-L1 Kit 500 tests/5000 tests DD2203-01/02
Add&Read Human PD-1/PD-L2 Kit 500 tests/5000 tests DD2204-01/02
Add&Read Human CTLA4 /CD80 Kit 500 tests/5000 tests DD2205-01/02
Add&Read Human CTLA4 / CD86 Kit 500 tests/5000 tests DD2206-01/02
Add&Read Human CD47/SIRPa Kit 500 tests/5000 tests DD2207-01/02
Add&Read Human 4-1BB/ 4-1BBL Kit 500 tests/5000 tests DD2208-01/02
Add&Read Human TIGIT/CD155 Kit 500 tests/5000 tests DD2209-01/02
Add&Read Human OX40/ OX40L Kit 500 tests/5000 tests DD2210-01/02
Add&Read Human CD27/CD27L Kit 500 tests/5000 tests DD2211-01/02
Add&Read Human CD40/CD40L Kit 500 tests/5000 tests DD2212-01/02
Add&Read Human BTLA/HVEM Kit 500 tests/5000 tests DD2227-01/02
Add&Read Human GITR/GITRL Kit 500 tests/5000 tests DD2228-01/02
Add&Read Human PD-L1/CD80 Kit 500 tests/5000 tests DD2229-01/02

N REHA

BN FcyRESEUIAFHE
s

Add&Read CD16a(FcgRllla,V176)binding Kit 500 tests DD2401-01
Add&Read CD16a(FcgRillla,F176)binding Kit 500 tests DD2403-01
Add&Read CD64(FcgRI)binding Kit 500 tests DD2407-01
Add&Read FcRn Kit 500 tests DD2408-01

N BEEREM
Add&Read 96-well low volume white plate 96 well DD2601-01
SR ]
W AEE AN R

CellCounting-Lite 2.0 Luminescent Cell Viability Assay 10 ml/100 ml/400 ml DD1101-01/02/03

CellCounting-Lite 3D Luminescent Cell Viability Assay 10 ml/100 ml/400 ml DD1102-01/02/03

n IR EE RSN

LHOT

Bio-Lite Luciferase Assay system
Stable-Lite Luciferase Assay system
One-Lite Luciferase Assay system

Bright-Lite Luciferase Assay system

10 ml/10x10 ml/100 ml

10 ml/10x10 ml/100 ml

10 ml/10x10 ml/100 mi

10 ml/10x10 ml/100 ml

DD1201-01/02/03

DD1202-01/02/03

DD1203-01/02/03

DD1204-01/02/03

Add&Read anti-6His-Eu 1000 tests/5000 tests/20000 tests DD2301-01/02/03
Add&Read anti-6His-A2 1000 tests/5000 tests/20000 tests DD2302-01/02/03
Add&Read anti-hFc-Eu 1000 tests/5000 tests/20000 tests DD2303-01/02/03
Add&Read anti-hFc-A2 1000 tests/5000 tests/20000 tests DD2304-01/02/03
Add&Read anti-mFc-Eu 1,000tests/5,000tests/20,000tests DD2305-01/02/03
Add&Read anti-mFc-A2 1,000tests/5,000tests/20,000tests DD2306-01/02/03
Add&Read anti-rFc-Eu 1000 tests/5000 tests/20000 tests DD2307-01/02/03
Add&Read anti-rFc-A2 1000 tests/5000 tests/20000 tests DD2308-01/02/03
Add&Read SA-Eu 1000 tests/5000 tests/20000 tests DD2309-01/02/03
Add&Read SA-A2 1000 tests/5000 tests/20000 tests DD2310-01/02/03
Add&Read anti-GST-Eu 1000 tests/5000 tests/20000 tests DD2311-01/02/03
Add&Read anti-GST-A2 1000 tests/5000 tests/20000 tests DD2312-01/02/03
Add&Read Eu- detection buffer 100 ml DD2325-01

Add&Read Diluent buffer 100 ml DD2327-01

Duo-Lite Luciferase Assay System 10 mi/100 ml DD1205-01/02

m ARk

Jurkat-FcyRllla-V158 Effector Cells 2 vials DD1301-01
Jurkat-NFAT Effector Cells 2 vials DD1302-01
Jurkat-FcyRlla-H131 Effector Cells 2 vials DD1304-01
Jurkat-FcyRlla-R131 Effector Cells 2 vials DD1305-01
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HIV

V8V

SARS-CoV-2-Fluc WT
SARS-CoV-2-Fluc B.1.1.7
SARS-CoV-2-Fluc 501Y.V2-1
SARS-CoV-2-Fluc P.1
SARS-CoV-2-Fluc B.1.617.2
SARS-CoV-2-Fluc B.1.1.1
SARS-CoV-2-Fluc B.1.617.1
SARS-CoV-2-Fluc B.1.621
SARS-CoV-2-Fluc B.1.1.529
SARS-CoV-2-Fluc BA.2
SARS-CoV-2-Fluc BA.3
SARS-CoV-2-Fluc BA.4/BA.5
SARS-CoV-2-Fluc BA.2.12.1
SARS-CoV-2-Fluc BA.2.13
SARS-CoV-2-Fluc BF.15
SARS-CoV-2-Fluc BA.4.6
SARS-CoV-2-Fluc BF.7
SARS-CoV-2-Fluc BA.2.75.2
SARS-CoV-2-Fluc BQ.1
SARS-CoV-2-Fluc BQ.1.1
SARS-CoV-2-Fluc BJ.1
SARS-CoV-2-Fluc XBB
SARS-CoV-2-Fluc BR.1
SARS-CoV-2-Fluc XBB.1
SARS-CoV-2-Fluc WT
SARS-CoV-2-Fluc B.1.1.7
SARS-CoV-2-Fluc 501Y.V2-1
SARS-CoV-2-Fluc P.1
SARS-CoV-2-Fluc B.1.617.2
SARS-CoV-2-Fluc B.1.1.1
SARS-CoV-2-Fluc B.1.617.1
SARS-CoV-2-Fluc B.1.621
SARS-CoV-2-Fluc B.1.1.529
SARS-CoV-2-Fluc BA.2
SARS-CoV-2-Fluc BA.3
SARS-CoV-2-Fluc BA.4/BA.5
SARS-CoV-2-Fluc BA.2.12.1
SARS-CoV-2-Fluc BA.2.13
SARS-CoV-2-Fluc BF.15
SARS-CoV-2-Fluc BA.4.6

MR | R

0.2/1/2 x 10° TCID,
0.2/1/2 x 10° TCIDg,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDg,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCID5,
0.2/1/2 x 10° TCID,
0.2/1/2 x 10° TCID5,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 % 10° TCIDg,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCID,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCID,
0.2/1/2 % 10° TCIDg,
0.2/1/2 x 10° TCIDg,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCID,,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCIDy,
0.2/1/2 x 10° TCID,
0.2/1/2 x 10° TCIDs,

DD1702-01/02/03
DD1740-01/02/03
DD1741-01/02/03
DD1746-01/02/03
DD1754-01/02/03
DD1759-01/02/03
DD1760-01/02/03
DD1761-01/02/03
DD1768-01/02/03
DD1769-01/02/03
DD1774-01/02/03
DD1776-01/02/03
DD1777-01/02/03
DD1778-01/02/03
DD1787-01/02/03
DD1788-01/02/03
DD1789-01/02/03
DD1790-01/02/03
DD1791-01/02/03
DD1792-01/02/03
DD1793-01/02/03
DD1794-01/02/03
DD1795-01/02/03
DD1796-01/02/03
DD1502-01/02/03
DD1540-01/02/03
DD1541-01/02/03
DD1546-01/02/03
DD1554-01/02/03
DD1559-01/02/03
DD1560-01/02/03
DD1561-01/02/03
DD1568-01/02/03
DD1569-01/02/03
DD1574-01/02/03
DD1576-01/02/03
DD1577-01/02/03
DD1578-01/02/03
DD1587-01/02/03
DD1588-01/02/03

SR
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SARS-CoV-2-Fluc BF.7
SARS-CoV-2-Fluc BA.2.75.2

0.2/1/2 x 10° TCIDs,
0.2/1/2 x 10° TCID,

DD1589-01/02/03
DD1590-01/02/03

SARS-CoV-2-Fluc BQ.1 0.2/1/2 x 10° TCIDs, DD1591-01/02/03

SARS-CoV-2-Fluc BQ.1.1 0.2/1/2 x 10° TCID, DD1592-01/02/03

EFERY

8 (Alphe ey SARS-CoV-2-Fluc BJ.1 0.2/1/2 x 10° TCIDy, DD1593-01/02/03
4 (Beta) SARS-CoV-2-Fluc XBB 0.2/1/2 % 10° TCIDg DD1594-01/02/03
57 (Gamma) SARS-CoV-2-Fluc BR.1 0.2/1/2 % 10° TCIDy DD1595-01/02/03
EDE (Delta) SARS-CoV-2-Fluc XBB.1 0.2/1/2 x 10° TCIDs, DD1596-01/02/03
A==}
o Ei;:,’:mbda) I N - U T
SHOLLT (Mu) HEK293-ACE2 2 vials DD1401-01 IR (ST )
293T-ACE2 2 vials DD1701-01 HREER (MLEELRRE )
33k (Omicron) i o N
e, ARBRARER 45 1g/225 g DD1602-01/02
BRI ES PAIFARERR Omicron Variants 295 ug/1350 pg DD1604-01/02
Bio-Lite Luciferase Assay System 10mi/10 x 10ml/100ml DD1201-01/02/03 REEERTF
m ELISAKHE D
RS
FFFAIEIERIE  Anti-SARS-CoV-2 Neutralizing Antibody ELISA Kit 96 T DD3101
INRFEEEIRES RBD vk (I9G) iehidfa (EsIke&EE ) 96T DD3201
INEFEEIRES Spike A (I9G) ieikF= ( BEIARZE ) 96 T DD3204
INSHFELTE MBS RBD(Delta) Hiff (I9G) IMNEHIE ( BBtEE%) 96T DD3209
INEREELEIRES Spike(Delta) fifk (I9G) Hilliftsa= ( EEBXREL ) 96T DD3207
INBEESEIRE S Spike(Omicron BA1) #ik (IgG) #&MHFIE ( BB REE ) 96 T DD3208
INEFFESEARSS RBD(Omicron BA.1) $ifk (IgG) i MEAIE ( BEEEE ) 96T DD3211
NEFESEIRES Spike(Omicron BA.2) #ifk (I9G) KMiEHIE ( BEBXREX ) 9% T DD3212
INRIESB IS RBD(Omicron BA.2) Hifk (I9G) MR ( EeEt % ) 96 T DD3210
HE INFHTELTIARES Spike(Omicron BA.4/5) #ifE (I9G) fMitHIE (ESBGRREE) 96T DD3213
3 (Apha) NREFEUBIRAE RBD(Omicron BA.4/5) itk (1gG) RURAIE (EBEEIE) 96T DD3214
ik (eta) SRS RBD Fifk (190) ERMEIENHE (BHEEE) 06T DD3112-P
B (Gamma) SFERTBRES Spike ik (19G) EBAEIERMITHE (BHEEE) 9% T DD3114-P
EDIE (Delta) IgG FARIIAAIE  FESSHAEES RBD(Delta) itk (19G) RMitHIR (FBLEE ) 9T DD3133
& (C37, Lambda) SFRIBIES Spike(Delta) 5tk (19G) RITHIS (EHLEE) 06T DD3135
EDEE (Kappa) $FEITH S RBD(Omicron BA) Hitk (19G) RitHIS (EBLEE ) 9% T DD3140
FHEECTE (o) SRS Spike(Omicron BAT) Fitk (1g6) eMiAlE: (MBS ) 6T DD3136
FaAF (Omicron) SFRITRASS RBD(Omicron BA.2) itk (19G) I UHAIS (EHESE) 6T DD3134
FEEIRES Spike(Omicron BA.2) #ifk (IgG) M7= ( BEB REX ) 9% T DD3139
FrEYE RS RBD(Omicron BA.4/5) Hifk (I9G) #MRHIE ( EEEt % ) 96 T DD3142
FEEIRES Spike(Omicron BA.4/5) Hifk (IgG) ML= ( BEBAREX ) 96T DD3143
FrEEIRES RBD ik (I9G1) ielhidfl= ( Bk RmEE ) / DD3104-P
FESEIRFES RBD Hifk (IgG2) illidfE (Beitemi% ) / DD3105-P
HFETIRGES RBD Hitk (I9G3) MidFIE ( Bk emE ) / DD3106-P
FEGTIRFES RBD Hilk (I9G4) KillidHE (BEBERRX ) / DD3107-P
RIS N BEHUA (I9G) RltHE (BB REX) / DD3113
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FERRETR

HELBIRFEE RBD HUA (1B 19A) IUIEFIR (BB REIE )
FELTIRFES RBD A (I9A) IIRFIE (EEBXR&EE )

IgM FASIIRHIE  FHESTIRES RBD A (IgM) #litHIE (BB )
HEGEINRS S BEEMIIRFIE (B GRRIE )
HEBIRFES RBD EEMIRTR (ESIRRE)

IgA FfrtE it

NREESRNERE

® mMRNA E#

FERARIFR

(HOT} R

@ VT

mRNA {1

mMRNA [R¥ &5

FEEETR FRES

BspQ |
Bsa |
Xbal

T7 High Yield RNA Transcription Kit

T7 High Yield RNA Transcription Kit(N'-Me-Pseudo UTP)

T7 RNA Polymerase

Murine RNase Inhibitor Neo
Pyrophosphatase, Inorganic (yeast)
Dnase |

UTP Solution

ATP Solution

CTP Solution

GTP Solution

N'-Me-Pseudo UTP

Vaccinia Capping System

mRNA Cap 2'-O-Methyltransferase
E.coli Poly (A) Polymerase

CAG Trimer

CAG Trimer (3'-OMe )

DD4302

DD4303

DD4304

DD4201

DD4202

DD4101-PC

DD4117-PA

DD4103-PC

DD4104-PC

DD4105-PA

DD4106-PA

DD4107-PA

DD4108-PA

DD4114-PA

DD4109-PC

DD4110-PC

DD4111-PC

DD4118-PC

DD4119-PC

DD3118
DD3138
DD3111

DD3301
DD3302

SR
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B mRNA Rk KL E N RS

PR FRES
Vaccinia Capping Enzyme ESMEFIE DD3502
mRNA Cap 2'-O-Methyltransferase EB&NHFIE DD3503
QLD osRNA(fEth ) RIS ( FERERE ) DD3508
dsRNA({£1h ) EEUIHNIE (BB REA)2.0 DD3509
CAG EGFP mRNA DD4503
CAG mCherry mRNA DD4504
Firefly Luciferase mRNA DD4511

EREEREE N TX BRI R 5

UniversalBenzo Nuclease (250 U/ul) 100 KU/250 KU/1.25 MU/5 MU DD4301-PC-01/02/03/04

N egnBREBEERNHNE (BRKEEE)

UniversalBenzo Nuclease £88ZBESERICNIAHR (EEIRREEEX) 96 tests DD3501-01

B

EES:) Ry A U]
W EEMEEE DNA FRefEdfE

ResiDNA Hunter® Residual DNA Sample Preparation Kit 100 rxns RD101-01

N EEAEEE DNA EERINEXE

ResiDNA Precise Quantitative CHO DNA Detection Kit 100 rxns RD102-01

E B IRSS

MREREEDITEFR

BH - EEHEEERSTEEFA
RmSINARSS

mRNA FRPHTZH LRSS
MRNA REDH5EFF
FRRRUETEFRIS
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M 01. Li Y, Liu Z, Liu C,et al. HGT is widespread in insects and contributes to male courtship in lepidopterans. Cell. 2022 Jun 30:S0092-
8674(22)00719-X.IF:66.85 (Vazyme #DC102)(Vazyme #RC101)

BRI

M 02. Liu B, Jing Z, Zhang X,et al. Large-scale multiplexed mosaic CRISPR perturbation in the whole organism. Cell. 2022 Jul 19:S0092-
8674(22)00791-7.1F:66.85 (Vazyme #DC102)

H 03. Yul, Zhu H, Wang Z,et al. Circular RNA circFIRRE drives osteosarcoma progression and metastasis through tumorigenic-angiogenic
coupling. Mol Cancer. 2022 Aug 19;21(1):167.1F:41.444 (Vazyme #DC301)

B 04. Wen F, Zhang X, Guo J,et al. Emergence of H3N8 avian influenza viruses possessing tri-basic hemagglutinin cleavage sites in China.
J Infect. 2022 Jul 3:S0163-4453(22)00383-8.1F:38.637 (Vazyme #RC311)

M 05. Huang N, Chen H, Gong H,et al. SeHed, a novel gene expression system with stress-evoked hydrogen peroxide elimination property
and anti-aging effect. Signal Transduct Target Ther. 2022 Jul 15;7(1):235.1F:38.104 (Vazyme #DC201) (Vazyme #DC301)

H 06. Tang Y, Fang G, Guo F, et al. Selective Inhibition of STRN3-Containing PP2A Phosphatase Restores Hippo Tumor-Suppressor
Activity in Gastric Cancer. Cancer Cell. 2020 Jul 13;38(1):115-128.€9.1F:26.60 (Vazyme #R401)

B 07. Meng Lin, Zhenzhen Yang, Yiliang Yang,et al. CRISPR-based in situ engineering tumor cells to reprogram macrophages for effective
cancer immunotherapy,Nano Today,Volume 42,2022.1F:20.722 (Vazyme #DC301)

B 08. Ma X, Cao J, Zhou Z,et al. N6-methyladenosine modification-mediated mRNA metabolism is essential for human pancreatic lineage
specification and islet organogenesis. Nat Commun. 2022 Jul 18;13(1):4148.1F:17.694 (Vazyme #RC101)

M 09. LiJ, Lin J, Huang S,et al. Functional Phosphoproteomics in Cancer Chemoresistance Using CRISPR-Mediated Base Editors. Adv Sci
(Weinh). 2022 Aug 31:€2200717.1F:17.521 (Vazyme #R401)

M 10. Tian S, Zhang B, He Y, et al. CRISPR-iPAS: a novel dCAS13-based method for alternative polyadenylation interference. Nucleic
Acids Res. 2022 Feb 22:gkac108.IF:16.971 (Vazyme #R401)

| Pcrzm

B 01. Liu B, Jing Z, Zhang X,et al. Large-scale multiplexed mosaic CRISPR perturbation in the whole organism. Cell. 2022 Jul 19:S0092-
8674(22)00791-7.1F:66.85 (Vazyme #P412)

B 02. Xu Y, Wu C, Cao X,et al. Structural and biochemical mechanism for increased infectivity and immune evasion of Omicron BA.2
variant compared to BA.1 and their possible mouse origins. Cell Res. 2022 Jul;32(7):609-620.IF:46.297 (Vazyme #P505)

B 03. Han X, Zhou Z, Fei L, et al. Construction of a human cell landscape at single-cell level. Nature. 2020 May;581(7808):303-309.
IF:43.07 (Vazyme #P511)

M 04. Liu C, Shen L, Xiao Y, et al. Pollen PCP-B peptides unlock a stigma peptide-receptor kinase gating mechanism for pollination.
Science. 2021 Apr 9;372(6538):171-175.1F:41.84 (Vazyme #P504)

M 05. Yuan, Y, Cheng, S., Bian, G. et al. Efficient exploration of terpenoid biosynthetic gene clusters in filamentous fungi. Nat Catal 5,
277-287 (2022).IF:41.813 (Vazyme #P211)

W 06. Jin S, Lin Q, Luo Y, et al.Genome-wide specificity of prime editors in plants. Nat Biotechnol. 2021 Apr 15. IF:36.558 (Vazyme #P222)

B Q7. XuY, Cai H, You C, et al. Structural insights into ligand binding and activation of the human thyrotropin-releasing hormone receptor.
Cell Res. 2022 Apr 1.IF:25.617 (Vazyme #P505)

M 08. Du P, Li N, Xiong X,et al. A bivalent vaccine containing D614G and BA.1 spike trimer proteins or a BA.1 spike trimer protein booster
shows broad neutralizing immunity. J Med Virol. 2022 May 25.1F:20.693 (Vazyme #P525)
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M 09. Chen G, Yu B, Tan S,et al. GIGYF1 disruption associates with autism and impaired IGF-1R signaling. J Clin Invest. 2022 Aug
2:¢159806.1F:19.456 (Vazyme #P505)

B 10. Xiao Q, Xu Z, Xue Y,et al. Rescue of autosomal dominant hearing loss by in vivo delivery of mini dCas13X-derived RNA base editor.
Sci Transl Med. 2022 Jul 20;14(654):eabn0449.1F:19.319 (Vazyme #P505)

M 11. Liang Y, Xie J, Zhang Q,et al. AGBE: a dual deaminase-mediated base editor by fusing CGBE with ABE for creating a saturated
mutant population with multiple editing patterns. Nucleic Acids Res. 2022 May 20;50(9):5384-5399.1F:19.16 (Vazyme #P515)

W 12. Zhou Z, Du P, Yu M, et al. Assessment of infectivity and the impact on neutralizing activity of immune sera of the COVID-19 variant,
CAL.20C. Signal Transduct Target Ther. 2021 Jul 27;6(1):285. doi:10.1038/s41392-021-00695-0. PMID: 34315848. IF:18.187
(Vazyme #P525)

M 13. Gong H, Chen H, Xiao P, et al. miR-146a impedes the anti-aging effect of AMPK via NAMPT suppression and NAD+/SIRT
inactivation. Signal Transduct Target Ther. 2022 Mar 4;7(1):66.1F:18.187 (Vazyme #P501)

B 14. GuH, Yang J, Zhang J,et al. PCBP2 maintains antiviral signaling homeostasis by regulating cGAS enzymatic activity via antagonizing
its condensation. Nat Commun. 2022 Mar 23;13(1):1564.1F:17.694 (Vazyme #P525)

W 15, Li X, Zhou L, Gao BQ,et al. Highly efficient prime editing by introducing same-sense mutations in pegRNA or stabilizing its structure.
Nat Commun. 2022 Mar 29;13(1):1669.IF:17.694 (Vazyme #P505-d)

W 16. LiJ, Lin J, Huang S,et al. Functional Phosphoproteomics in Cancer Chemoresistance Using CRISPR-Mediated Base Editors. Adv Sci
(Weinh). 2022 Aug 31:€2200717.1F:17.521 (Vazyme #P505)

W 17. Zhao T, Li Q, Zhou C, et al. Small-molecule compounds boost genome-editing efficiency of cytosine base editor. Nucleic Acids Res.
2021 Jul 30:gkab645. IF:16.971 (Vazyme #P505)

W 18. Yin D, Zhou R, Yin M,et al. Gene duplication and loss of AANAT in mammals driven by rhythmic adaptations. Mol Biol Evol. 2021 May
3;38(9):3925-37.IF:16.24 (Vazyme #P511)

W 19. Wang B, Yin X, Gan W,et al. PRCC-TFES3 fusion-mediated PRKN/parkin-dependent mitophagy promotes cell survival and proliferation
in PRCC-TFES3 translocation renal cell carcinoma. Autophagy. 2021Sep;17(9):2475-2493.1F:16.016 (Vazyme #P511)

W 20. Deng T, Hu B, Wang X,et al. TRAF6 autophagic degradation by avibirnavirus VP3 inhibits antiviral innate immunity via blocking
NFKB/NF-kB activation.Autophagy. 2022 Mar 10:1-18.1F:16.016 (Vazyme #P111)

W 21. Zhang Y, Fang Q, Wang H, et al. Increased mitophagy protects cochlear hair cells from aminoglycoside-induced damage. Autophagy.
2022 Apr 26:1-17.1F:16.016 (Vazyme #P505)

W 22, Yao W, Li Y, Chen Y,et al. Atg1-mediated Atg11 phosphorylation is required for selective autophagy by regulating its association with
receptor proteins. Autophagy. 2022 Apr 15:1-9.IF:16.016 (Vazyme #P505)
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B 01. Duan J, Xu P, Luan X,et al. Hormone- and antibody-mediated activation of the thyrotropin receptor. Nature. 2022 Aug 8.IF:69.504
(Vazyme #C113)

W 02. Zhou Y, Kong D, Wang X,et al. A small and highly sensitive red/far-red optogenetic switch for applications in mammals. Nat
Biotechnol. 2021 Oct 4. IF:54.908 (Vazyme #C113)

W 03. Lin Q, Jin S, Zong Y, et al. High-efficiency prime editing with optimized, paired pegRNAs in plants. Nat Biotechnol. 2021
Aug;39(8):923-927.IF:54.908 (Vazyme #C112)

B 04. Duan J, Xu P, Cheng X, et al. Structures of full-length glycoprotein hormone receptor signalling complexes. Nature. 2021
Oct;598(7882):688-692. IF:49.962 (Vazyme #C112)

B 05. Liu Z, Hou S, Rodrigues O, et al. Phytocytokine signalling reopens stomata in plant immunity and water loss. Nature. 2022 May 4.
IF:49.962 (Vazyme #C112)

H 06. Chen Y, Xu W, Chen Y,et al. Renal NF-kB activation impairs uric acid homeostasis to promote tumor-associated mortality independent
of wasting. Immunity. 2022 Aug 17:S1074-7613(22)00357-0. IF:43.474 (Vazyme #C502) (Vazyme #C113)

W 07. Liu C, Shen L, Xiao Y, et al.Pollen PCP-B peptides unlock a stigma peptide-receptor kinase gating mechanism for pollination.
Science. 2021\ Apr 9;372(6538):171-175. IF:41.84 (Vazyme #C112) (Vazyme #C214)

M 08. Gao M, He Y, Yin X,et al. Ca2+ sensor-mediated ROS scavenging suppresses rice immunity and is exploited by a fungal effector.
Cell. 2021 Oct 14;184(21):5391-5404.e17. IF:41.584 (Vazyme #C112)

W 09. Bi G, Su M, Li N,et al. The ZAR1 resistosome is a calcium-permeable channel triggering plant immune signaling. Cell. 2021 May
11:50092-8674(21)00600-0. IF:38.637 (Vazyme #C113)

M 10. Wang Y, Luo W, Wang X,et al. MAMDC2, a gene highly expressed in microglia in experimental models of Alzheimers Disease,
positively regulates the innate antiviral response during neurotropic virus infection. J Infect. 2022 Feb;84(2):187-204. IF:38.637

= 1. (Vazyme #C115)

Zhuang Y, Xu P, Mao C,et al. Structural insights into the human D1 and D2 dopamine receptor signaling complexes. Cell. 2021 Feb

18. IF:38.63 (Vazyme #C112
m12. (Vazy )

Huang N, Chen H, Gong H,et al. SeHed, a novel gene expression system with stress-evoked hydrogen peroxide elimination property

m13 and anti-aging effect. Signal Transduct Target Ther. 2022 Jul 15;7(1):235. IF:38.104 (Vazyme #C113)

Jin S, Lin Q, Luo Y, et al.Genome-wide specificity of prime editors in plants. Nat Biotechnol. 2021 Apr 15. IF:36.558 (Vazyme #C112)

W 14, Yin Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
2022 Aug 22. IF:31.25 (Vazyme #C113)

B 15, Mao C, Ma Z, Jia Y,et al. Nidogen-2 Maintains the Contractile Phenotype of Vascular Smooth Muscle Cells and Prevents Neointima
Formation via Bridging Jagged1-Notch3 Signaling. Circulation. 2021 Jul 28. IF:29.69 (Vazyme #C112)

Xie D, Chen M, Niu J,et al. Phase separation of SERRATE drives dicing body assembly and promotes miRNA processing in
M 16. Arabidopsis. Nat Cell Biol. 2021 Jan;23(1):32-39. IF:28.824 (Vazyme #C112)

Liu K, Deng S, Ye C,et al. Mapping single-cell-resolution cell phylogeny reveals cell population dynamics during organ development.
M 17. Nat Methods. 2021 Dec 2. IF:28.547 (Vazyme #C112)

Huang S, Xu P, Tan Y, et al. Structural basis for recognition of anti-migraine drug lasmiditan by the serotonin receptor 5-HT1F-G
M 18. protein complex. Cell Res. 2021 Jul 8. IF:25.617 (Vazyme #C112)

M 19, LiuY, Yang G, Huang S, et al. Enhancing prime editing by Csy4-mediated processing of pegRNA. Cell Res. 2021 Oct;31(10):1134-
1136.1F:25.617 (Vazyme #C112)

M 20. Zhou F, Ye C, Ma X, et al. Molecular basis of ligand recognition and activation of human V2 vasopressin receptor. Cell Res. 2021
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M 21. Sun Y, Yan K, Wang Y,et al. Context-dependent tumor-suppressive BMP signaling in diffuse intrinsic pontine glioma regulates
stemness through epigenetic regulation of CXXC5. Nat Cancer. 2022 Aug 1. IF:23.177 (Vazyme #C113)

B 22, Yuan F, Wang X, Zhao B,et al. The genome of the recretohalophyte Limonium bicolor provides insights into salt gland development
and salinity adaptation during terrestrial evolution. Mol Plant. 2022 Jun 6;15(6):1024-1044. IF:21.949 (Vazyme #C112)

H 23. Du P, Li N, Xiong X,et al. A bivalent vaccine containing D614G and BA.1 spike trimer proteins or a BA.1 spike trimer protein booster
shows broad neutralizing immunity. J Med Virol. 2022 May 25. IF:20.693 (Vazyme #C214)

W 24, Wang L, Xue W, Zhang H, et al. Eliminating base-editor-induced genome-wide and transcriptome-wide off-target mutations. Nat Cell
Biol. 2021 May;23(5):552-563. IF:20.04 (Vazyme #C112)

W 25, Xu S, Wang Y, Wang Y, et al. Mapping cross-variant neutralizing sites on the SARS-CoV-2 spike protein. Emerg Microbes Infect.
2022 Dec;11(1):351-367. IF:19.568 (Vazyme #C214)
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B 27. Liang Y, Xie J, Zhang Q,et al. AGBE: a dual deaminase-mediated base editor by fusing CGBE with ABE for creating a saturated
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W 28. Zhou Z, Du P, Yu M, et al. Assessment of infectivity and the impact on neutralizing activity of immune sera of the COVID-19 variant,
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Li Y, Liu Z, Liu C,et al. HGT is widespread in insects and contributes to male courtship in lepidopterans. Cell. 2022 Jun 30:S0092-
8674(22)00719-X. IF:66.85 (Vazyme #R323)

Liu B, Jing Z, Zhang X,et al. Large-scale multiplexed mosaic CRISPR perturbation in the whole organism. Cell. 2022 Jul 19:S0092-
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Xu Z, Chen D, Hu Y, et al. Anatomically distinct fibroblast subsets determine skin autoimmune patterns. Nature. 2021 Dec
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Chen Y, Xu W, Chen Y,et al. Renal NF-kB activation impairs uric acid homeostasis to promote tumor-associated mortality independent
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coupling. Mol Cancer. 2022 Aug 19;21(1):167. IF:41.444 (Vazyme #R232)

Ma B, Zhang L, Gao Q,et al. A plasma membrane transporter coordinates phosphate reallocation and grain filling in cereals. Nat
Genet. 2021 Jun;53(6):906-915. IF:38.33 (Vazyme #R123)

Hu Z, Li Z, Wu Y,et al. Targeted B-domain deletion restores F8 function in human endothelial cells and mice. Signal Transduct Target
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Li L, Gao P, Tang X,et al. CB1R-stabilized NLRP3 inflammasome drives antipsychotics cardiotoxicity. Signal Transduct Target Ther.
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Liu X, Zhu R, Luo Y,et al. Distinct human Langerhans cell subsets orchestrate reciprocal functions and require different
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Yin'Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
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Mao W, Wang K, Xu B,et al. ciRS-7 is a prognostic biomarker and potential gene therapy target for renal cell carcinoma. Mol Cancer.
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Wei G, Sun H, Dong K,et al. The thermogenic activity of adjacent adipocytes fuels the progression of ccRCC and compromises anti-
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Yang H, Xue Y, Li B, et al. The chimeric gene atp6c confers cytoplasmic male sterility in maize by impairing the assembly of the
mitochondrial ATP synthase complex. Mol Plant. 2022 May 2;15(5):872-886. IF:21.949 (Vazyme #R123)

Zhang L, Zhu Z, Yan H, et al.Creatine promotes cancer metastasis through activation of Smad2/3. Cell Metab. 2021 Mar 27:S1550-
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Du P, Li N, Xiong X,et al. A bivalent vaccine containing D614G and BA.1 spike trimer proteins or a BA.1 spike trimer protein booster
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Xiao Q, Xu Z, Xue Y,et al. Rescue of autosomal dominant hearing loss by in vivo delivery of mini dCas13X-derived RNA base editor.
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Yang Y, Zhang C, Song Y,et al. Small-molecule activators specific to adenine base editors through blocking the canonical TGF-8
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Liang Y, Xie J, Zhang Q,et al. AGBE: a dual deaminase-mediated base editor by fusing CGBE with ABE for creating a saturated
mutant population with multiple editing patterns. Nucleic Acids Res. 2022 May 20;50(9):5384-5399. IF:19.16 (Vazyme #R312)

Wu Y, Ma L, Cai S,et al. RNA-induced liquid phase separation of SARS-CoV-2 nucleocapsid protein facilitates NF-kB hyper-activation
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Gao N, Hu J, He B,et al. Endogenous promoter-driven sgRNA for monitoring the expression of low-abundance transcripts and
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Zhang J, Yu Q, Jiang D,et al. Epithelial Gasdermin D shapes the host-microbial interface by driving mucus layer formation. Sci
Immunol. 2022 Feb 4;7(68):eabk2092. IF:17.727 (Vazyme #R111)

Liu J, Huang T, Chen W,et al. Developmental mMRNA m5C landscape and regulatory innovations of massive m5C modification of
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Ye F, Zhang G, E W,et al. Construction of the axolotl cell landscape using combinatorial hybridization sequencing at single-cell
resolution. Nat Commun. 2022 Jul 22;13(1):4228.1F:17.694 (Vazyme #R301)

Pang L, Liu Z, Chen J,et al. Search performance and octopamine neuronal signaling mediate parasitoid induced changes in
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Xie F, Zhou X, Su P,et al. Breast cancer cell-derived extracellular vesicles promote CD8+ T cell exhaustion via TGF-§ type Il receptor
signaling. Nat Commun. 2022 Aug 1;13(1):4461.IF:17.694 (Vazyme #R223)

Liu X, Zhang J, Zhou J,et al. Hierarchical Accumulation of Histone Variant H2A.Z Regulates Transcriptional States and Histone
Modifications in Early Mammalian Embryos. Adv Sci (Weinh). 2022 Jun 19:2200057. IF:17.521 (Vazyme #R223)
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Li H, Lan T, Liu H, et al. IL-6 induced cGGNBP2 encodes a novel protein to promote cell growth and metastasis in intrahepatic
cholangiocarcinoma. Hepatology. 2021 Nov 10. IF:17.425 (Vazyme #R201)

Mi Cai Zhong, Xiao Dong Jiang, Guo Qian Yang, et al. Rose without prickle: genomic insights linked to moisture adaptation, National
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Li Y, Liu Z, Liu C,et al. HGT is widespread in insects and contributes to male courtship in lepidopterans. Cell. 2022 Jun 30:S0092-
8674(22)00719-X. IF:66.85 (Vazyme #Q311)
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Li S, Lin D, Zhang Y,et al. Genome-edited powdery mildew resistance in wheat without growth penalties. Nature. 2022 Feb 9.
IF:49.962 (Vazyme #Q112)

Chen Y, Xu W, Chen Y,et al. Renal NF-kB activation impairs uric acid homeostasis to promote tumor-associated mortality independent
of wasting. Immunity. 2022 Aug 17:S1074-7613(22)00357-0. IF:43.474 (Vazyme #Q311)

Liu J, Gao M, He J, et al.The RNA m6A reader YTHDC1 silences retrotransposons and guards ES cell identity. Nature. 2021
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Liu C, Shen L, Xiao Y, et al. Pollen PCP-B peptides unlock a stigma peptide-receptor kinase gating mechanism for pollination.
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Yu L, Zhu H, Wang Z,et al. Circular RNA circFIRRE drives osteosarcoma progression and metastasis through tumorigenic-angiogenic
coupling. Mol Cancer. 2022 Aug 19;21(1):167. IF:41.444 (Vazyme #Q711)

Li L, Gao P, Tang X,et al. CB1R-stabilized NLRP3 inflammasome drives antipsychotics cardiotoxicity. Signal Transduct Target Ther.
2022 Jun 24;7(1):190. IF:38.104 (Vazyme #Q111)

Zeng H, Pan T, Zhan M,et al. Suppression of PFKFB3-driven glycolysis restrains endothelial-to-mesenchymal transition and fibrotic
response. Signal Transduct Target Ther. 2022 Sep 1;7(1):303. IF:38.104 (Vazyme #Q121)

Liu X, Zhu R, Luo Y,et al. Distinct human Langerhans cell subsets orchestrate reciprocal functions and require different
developmental regulation. Immunity. 2021 Sep 8:S1074-7613(21)00344-7. IF:31.745 (Vazyme #Q141)

Yin Y, Yang X, Wu S,et al. Jmjd1c demethylates STAT3 to restrain plasma cell differentiation and rheumatoid arthritis. Nat Immunol.
2022 Aug 22. IF:31.25 (Vazyme #Q321)

Yang H, Bai D, Li Y, et al. Allele-specific H3K9me3 and DNA methylation co-marked CpG-rich regions serve as potential imprinting
control regions in pre-implantation embryo. Nat Cell Biol.2022 Apr 28. IF:28.824 (Vazyme #Q711)

Xu C, Zhou Y, Xiao Q,et al. Programmable RNA editing with compact CRISPR-Cas13 systems from uncultivated microbes. Nat
Methods. 2021 May;18(5):499-506. IF:28.467 (Vazyme #Q511)

Mao W, Wang K, Xu B,et al. ciRS-7 is a prognostic biomarker and potential gene therapy target for renal cell carcinoma. Mol Cancer.
2021 Nov 5;20(1):142. IF:27.401 (Vazyme #Q141)

Yang L, Chen Y, Liu N,et al. CircMET promotes tumor proliferation by enhancing CDKN2A mRNA decay and upregulating SMAD3.
Mol Cancer. 2022 Jan 18;21(1):23. IF:27.401 (Vazyme #Q711) (Vazyme #MQ101)

Wei G, Sun H, Dong K,et al. The thermogenic activity of adjacent adipocytes fuels the progression of ccRCC and compromises anti-
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Wang Y, Wang Y, Song D,et al. An RNA-cleaving threose nucleic acid enzyme capable of single point mutation discrimination. Nat
Chem. 2021 Dec 16. IF:24.427 (Vazyme #Q411)

Wu B, Li P, Hong X,et al. The receptor-like cytosolic kinase RIPK activates NADP-malic enzyme 2 to generate NADPH for fueling
ROS production. Mol Plant. 2022 May 2;15(5):887-903. IF:21.949 (Vazyme #Q111)

Li J, Zhu X, Zhang M, et al. Limb expression 1-like (LIX1L) protein promotes cholestatic liver injury by regulating bile acid
metabolism. J Hepatol. 2021 Mar 18:5S0168-8278(21)00177-X. IF:20.582 (Vazyme #Q321)

Zhao Y, Kuang M, Li J, et al. Publisher Correction: SARS-CoV-2 spike protein interacts with and activates TLR4. Cell Res. 2021 Apr
27:1. IF:20.507 (Vazyme #Q331)

Xiao Q, Xu Z, Xue Y,et al. Rescue of autosomal dominant hearing loss by in vivo delivery of mini dCas13X-derived RNA base editor.
Sci Transl Med. 2022 Jul 20;14(654):eabn0449. IF:19.319 (Vazyme #Q111)

Yang Y, Zhang C, Song Y,et al. Small-molecule activators specific to adenine base editors through blocking the canonical TGF-
pathway. Nucleic Acids Res. 2022 Aug 31:gkac742. IF:19.16 (Vazyme #Q311)

Bi, Y., Duan, W., Chen, J.,et al. Neutrophil Decoys with Anti-Inflammatory and Anti-Oxidative Properties Reduce Secondary Spinal
Cord Injury and Improve Neurological Functional Recovery. Adv. Funct. Mater. 2021, 2102912. IF:18.808 (Vazyme #Q511)

Tian M, Liu W, Li X,et al. HIF-1a promotes SARS-CoV-2 infection and aggravates inflammatory responses to COVID-19.
SignalTransduct Target Ther. 2021 Aug 18;6(1):308. IF:18.187 (Vazyme #Q311)

Ma Y, Lu Z, Jia B,et al. DNA Origami as a Nanomedicine for Targeted Rheumatoid Arthritis Therapy through Reactive Oxygen
Species and Nitric Oxide Scavenging. ACS Nano. 2022 Aug 2. IF:18.027 (Vazyme #Q141)

Gao Y, Zhu Y, Wang H,et al. Lipid-mediated phase separation of AGO proteins on the ER controls nascent-peptide ubiquitination. Mol
Cell. 2022 Apr 7;82(7):1313-1328.e8. IF:17.97 (Vazyme #Q711)

Qin H, Ou L, Gao J, et al. DENA: training an authentic neural network model using Nanopore sequencing data of Arabidopsis
transcripts for detection and quantification of N6-methyladenosine on RNA. Genome Biol. 2022 Jan 17;23(1):25. IF:17.906 (Vazyme
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Gao N, Hu J, He B,et al. Endogenous promoter-driven sgRNA for monitoring the expression of low-abundance transcripts and
IncRNAs. Nat Cell Biol. 2021 Jan;23(1):99-108. IF:17.728 (Vazyme #Q111)

Zhang J, Yu Q, Jiang D,et al. Epithelial Gasdermin D shapes the host-microbial interface by driving mucus layer formation. Sci
Immunol. 2022 Feb 4;7(68):eabk2092. IF:17.727 (Vazyme #Q711)

Yu S, Zhou C, He J, et al. BMP4 drives primed to naive transition through PGC-like state. Nat Commun. 2022 May 19;13(1):2756.
IF:17.694 (Vazyme #Q311)

Pang L, Liu Z, Chen J,et al. Search performance and octopamine neuronal signaling mediate parasitoid induced changes in
Drosophila oviposition behavior. Nat Commun. 2022 Aug 2;13(1):4476. IF:17.694 (Vazyme #Q311)

Li M, Wang S, Li Y,et al. Gut microbiota-bile acid crosstalk contributes to the rebound weight gain after calorie restriction in mice. Nat
Commun. 2022 Apr 19;13(1):2060. IF:17.694 (Vazyme #Q711)

Xie F, Zhou X, Su P,et al. Breast cancer cell-derived extracellular vesicles promote CD8+ T cell exhaustion via TGF-f type Il receptor
signaling. Nat Commun. 2022 Aug 1;13(1):4461. IF:17.694 (Vazyme #Q711)

Zhang Y, Ye Y, Tang X,et al. CCL17 acts as a novel therapeutic target in pathological cardiac hypertrophy and heart failure. J Exp
Med. 2022 Aug 1;219(8):e20200418. IF:17.579 (Vazyme #Q121)

Liu X, Zhang J, Zhou J,et al. Hierarchical Accumulation of Histone Variant H2A.Z Regulates Transcriptional States and Histone
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Li H, Lan T, Liu H, et al. IL-6 induced cGGNBP2 encodes a novel protein to promote cell growth and metastasis in intrahepatic
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Yang L, Chen Y, Liu N, . Low expression of TRAF3IP2-AS1 promotes progression of NONO-TFE3 translocation renal cell carcinoma
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B 01. Hu Z, Li Z, Wu Y,et al. Targeted B-domain deletion restores F8 function in human endothelial cells and mice. Signal Transduct Target
Ther. 2022 Jun 20;7(1):189.1F:38.104 (Vazyme #Q221)

B 02. Xu C, Zhou Y, Xiao Q,et al. Programmable RNA editing with compact CRISPR-Cas13 systems from uncultivated microbes. Nat
Methods. 2021 May;18(5):499-506. IF:28.467 (Vazyme #P611)

H 03. Hao H, Liu W, Miao Y,et al. N4-acetylcytidine regulates the replication and pathogenicity of enterovirus 71. Nucleic Acids Res. 2022
Aug 16:gkac675.1F:19.16 (Vazyme #Q221)

M 04. Liu J, Li S, Fei X, et al. Increased alveolar epithelial TRAF6 via autophagy-dependent TRIM37 degradation mediates particulate
matter-induced lung metastasis.Autophagy. 2021 Sep 15:1-19.IF:16.016 (Vazyme #Q221)

B 05. Chen J, Fang G, Pang L, et al. Neofunctionalization of an ancient domain allows parasites to avoid intraspecific competition by
manipulating host behaviour. Nat Commun. 2021 Sep 16;12(1):5489.IF:15.805 (Vazyme #Q221)
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M 01. Meng Lin, Zhenzhen Yang, Yiliang Yang,et al. CRISPR-based in situ engineering tumor cells to reprogram macrophages for effective
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